t= 


E 


E 
JOURN 


eet 


Volume 12, 1993 


EMBO 
IRL PRESS 


IVERSITY PRESS 
a 








Author index 


Aalto,M.K. 4095 
Abrahams,J.P. 1775 
Acampora,D. 2735 
Achacoso,P.L. 3587 
Acufia,G. 2901 
Adam,G. 1997 
Adamczewski,J.P. 3123 
Adams,C.C. 3931 
Adams,T.H. 2449 
Adra,C.N. 5065 
Aebi,M. 233, 279 
Agranoff,A.B. 3551 
Agrimonti,C. 1209 
Alam,R. 1579 
Alb,J.G.,Jr 4775 
Alberini,C.M. 4755 
Albert,I. 3475 
Alberti,S. 3227 
Albrieux,C. 555 
Albright,C.F. 339 
Aldea,M. 3957 
Alés-Martinez,J.E. 1555 
Alexander,S. 3449 
Alfonso,P.J. 3855 
Ali,S. 1153 
Almers,W. 303 
Alt,F.W. 821, 3529, 4635 


Altmann,M. 3997 
Alves,I.L. 735 
Amara,F.M. 3977 
Amati,B. 5083 
Amberg,D.C. 233 
Ambros,P. 4481 
Amemiya,C. 1363 


Amon,A. 1969 
Anderson,D. 3073 
Anderson,S.J. 1671 
Andersson,H. 683 
Andino,R. 3587 
Andrés,G. 2977 
Androphy,E.J. 1847 
Ang,H.-L. 2397 
Angel,P. 479, 1005, 3559, 3879 
Ansari,A.Z. 413 
Aoe,T. 4357 
Appel,B. 1099 
Appeldoorn,E. 3693 
Arai,K.-i. 1641, 4181 
Aramayo,R. 2039 
Ardati,A. 5131 
Ariel,M. 3669 
Arigoni,F. 2901 
Arkowitz,R.A. 243 
Arnold,S. 5121 
Arnosti,D.N. 157 
Arst,H.N.,Jr 3947 
Arts,G.J. 1523 
Aruffo,A. 2691 
Arvin,K.L. 2763 
Asai,T. 3287 
Asakawa,J. 2313 
Aschsel,T. 3333 
Ash,J. 285 
Ashe,M. 2119 
Atkins,J.F. 2559 
Attardi,G. 3043 
Auer,H.-P. 1005 
Aullo,P. 921 
Aurias,A. 4481 
Avila,J. 1633 
Azarenko,V. 3893 


Azorin,F. 4029 


Babiss,L.E. 4985 
Babst,M. 2901 
Bacchetta,R. 4375 
Bach,F.H. 2773 
Bach,I. 4229 
Backer,J.M. 1929 
Baer,M.T. 4053 
Baeuerle,P.A. 201, 2005 
Bagheri,D. 1835 
Baier,M. 725 
Bailly,R.-A. 1169 
Bailone,A. 3287 
Bainton,N.J. 2477 
Bal,A.K. 4125 
Baldi,M.I. 4697 
Baldwin,A.S.,Jr 3879 
Baldwin,J.M. 1693 
Ballard,D.W. 3879 
Baltimore,D. 2809, 3587 
Band,V. 1847 
Bandara,L.R. 4317 
Bankaitis,V.A. 4775 
Banner,D.W. 1781 
Banu,L. 3315 
Barak,Y. 461, 2799 
Barbacid,M. 3083 
Barclay,A.N. 4945 
Barettino,D. 1343 
Bargonetti,J. 3659 
Barlev,N.A. 5007 
Barlow,D.P. 2863 
Barnaba,V. 4375 
Barnes,C.A. 3323 
Barra,D. 4829 
Bartunek,P. 1343 
Bassford,P.J.,Jr 879 
Batzer,A. 1929 
Bauer,U. 5225 
Baulcombe,D. 379 
Baumann,U. 3357 
Baumgartner,S. 4462 
Bayley,S. 469 
Beach,D. 1723 
Beasley,E.M. 2303 
Beaufils,P. 5105 
Beckwith,J. 879 
Beijersbergen,R.L. 195 
Belfort,M. 2141, 4040 
Belin,D. 1871 
Bellefroid,E.J. 1363 
Bellini,M. 107 
Bellsolell,L. 4029 
Ben-Levy,R. 961 
Benchimol,S. 1029 
Benkirane,M. 4909 
Benne,R. 1523 
Bennett,T. 5245 
Benton,B.K. 135, 5267 
Benz,R. 3007 
Béraud,C. 4269 
Berg,E. 831 
Bernards,R. 195 
Bernués,J. 3573 
Berry,M.J. 3315 
Berzal-Herranz,A. 2567, 3599 
Bessereau,J.-L. 443 
Betz,H. 3729 
Beug.H. 951, 1343 
Bevan,M.W. 545 


Beyaert,R. 3095 
Bickle,T.A. 4585 
Bienroth,S. 585 
Bienz,M. 1415, 2419 
Biggerstaff,M. 3685 
Billetta,R. 4375 
Bindereif,A. 1239 
Binz,T. 4821 
Birdsall,M. 2477 
Blake,C.C.F. 735 
Blake,T.J. 2017 
Blangy,D. 4657 
Blank,J. 2959 
Blasi,J. 4821 
Blessing,M. 2635 
Blevitt,J.M. 4413 
Blondel,M.-O. 4083 
Bluethmann,H. 2329 
Blum,H.E. 1257 
Blume-Jensen,P. 4199 
Blumenthal,T. 1249 
Boccard,F. 379, 5019 
Bockheim,S. 2418 
Bode,W. 4151 
Bodmer,R. 1387 
Boeke,J.D. 4885 
Boelens,W.C. 5191 
Bogaert,T. 1853 
Bogen,B. 357 
Bohrmann,B. 9 
Bolen,J.B. 315, 2681 
Bollag,G. 1923 
Bolliger,L. 3035 
Bominaar,A.A. 2275 
Boncinelli,E. 2735 
Bonin,H. 349 
Booher,R.N. 3417 
Bootsma,D. 3693 
Boquet,P. 921 
Bormann,J. 3729 
Borner,T. 563, 4291 
Bornert,J.-M. 1153 
Bornkamm,G.W. 167 
Borst,P. 1615 
Bos,J.L. 4211 
Bos,K. 2219 
Bosch,A. 479 
Bosco,D. 1871 
Bosselut,R. 1169 
Bossemeyer,D. 849 
Bossi,L. 2559 
Bostad,A. 4625 
Bott,M. 3373 
Bottaro,A. 3529, 4635 
Bouillaud,F. 3739 
Boulay,F. 2671 
Boulianne,G.L. 2586 
Bourachot,B. 5089 
Bourbonnais,Y. 285 
Rourouis,M. 1657 
Bours,V. 3893 
Bouvier,M. 349 
Bouzid,S. 2459 
Boyd,J.M. 469 
Boyer,C. 4347 
Bozzuni,I. 2921 
Braakman,I. 2151 
Brady,H.J.M. 4923 
Brand,N.J. 1161 
Brand,S.H. 3753 
Brandeis,M. 3669 


Brandl,C.J. 5255 
Braun,V. 3007 
Brecht,A. 2841 
Brewis,N.D. 987 
Briat,J.-F. 651 
Brigneti,G. 379 
Brini,M. 4813 
Brink,M.F. 3987 
Briscoe,J. 4221 
Brockes,J.P. 3459 
Brodsky,F.M. 2169 
Broeks,A. 1615 
Bron,R. 693 
Brou,C. 489 
Brown,K. 3893 
Brown,M.H. 4945 
Brown,N.L. 413 
Brown,P.O. 2099 
Brown,R.S. 1781 
Brown,W.C. 1621 
Bruder,J.T. 1005, 4367 
Bruening,G. 2969 
Brun,N. 4347 
Brunkhorst,B. 3073 
Bryan,R.K. 1781 
Bryk,M. 2141, 4049 
Buc,H. 379 
Bucchini,D. 4615 
Buck,V.M. 4317 
Buckle,M. 2939 
Bufardeci,E. 4697 
Bugge,T.H. 1343 
Bujard,H. 2881 
Bukau,B. 4137 
Bullard,B. 2863 
Bulleid,N.J. 1587 
Burg,M.G. 911 
Burgering,B.M.Th. 4211 
Burgert,H.-G. 3153 
Burgoyne,R.D. 3747 
Burk,O. 2027 
Burke,J.M. 2567, 3599 
Biirkle,A. 2109 
Burnett,R.M. 2589 
Burri,M. 4462 
Burtis,K.C. 527 
Buser,P. 4005 
Bushman,F.D. 3269 
Bustin,M. 3855 
Busturia,A. 1415 
Butcher,S.E. 2567 
Bycroft,B.W. 2477 
Bycroft,M. 4145 
Bye,J.M. 725 
Byers,B. 1969 


Caceres,J.F. 4715 
Caffarelli,E. 2921 
Cai,H. 3201 
Calafat,J. 749 
Calvo,J.M. 2495 
Camiolo,S.M. 4933 
Campuzano,S. 2049 
Cantley,L. 2681 
Cao,W. 3023 
Capaci,T. 1569 
Capone,M. 4335 
Capony,J.-P. 3111 
Capovilla,M. 3865 
Carlsson,L. 1819 
Caron,C. 4269 





Author index 


Carpenter,R. 3711 
Carr,K.M. 4547 
Carra J.-H. 35 
Carrascosa,J.L. 4453 
Carroll,D. 23 
Carter,D.A. 2397 
Cartwright,I.L. 1067 
Casasnovas,J.M. 4029 
Caso,J.L. 3183 
Castagnino,P. 3799 
Casteels,P. 1569 
Casteels-Josson,K. 1569 
Castle,J.D. 3753 
Cavadore,J.-C. 3111 
Cavalli,G. 4603 
Cedar,H. 3669 
Célia,H. 2601 
Certa,U. 1607 
Ceska,T.A. 1805 
Chabre,M. 4191 
Chaillet,J.R. 3669 
Chalupny,N.J. 2691 
Chamberland,M. 145 


Chambon,P. 489, 1153, 2337, 


2349, 3171, 5029 
Chan,C.S. 1513 
Chanat,E. 2159 
Chanfreau,G. 5173 
Chang,M.P. 2169 
Chang,Z. 2418 
Changeux,J.-P. 443 
Chapman,E.R. 4821 
Chapman,S. 379 
Chardin,P. 4191, 4211 
Chattoraj,D.K. 4547 
Chaudhary,S. 489 
Chellappan,S.P. 1013 
Chen,A. 1161 
Chen,B. 2991 
Chen,F.Y. 3977 
Chen,J. 821, 4635 
Chen,J.-Y. 5029 
Chen,J.D. 2061, 2075 
Chen,L.B. 3073 
Chen,S.J. 1161 
Chen,X. 3627 
Chen,Y. 5007 
Chen, Y.-J. 2575 
Chen,Z. 1161, 5029 
Cheng,Q. 2773 
Cheon,C.-I. 4125 
Chhabra,S.R. 2477 
Chiang,C.-M. 2749 
Chiang,M.-K. 2645 
Chiba,S. 1641 
Chinnadurai,G. 469 
Cho,S.Y. 2313 
Choi,G.H. 2991 
Choquet,D. 5105 
Chowrira,B.M. 2567, 3599 
Chrispeels,M.J. 2241 
Citri,Y. 4261 
Claesson-Welsh,L. 2257 
Claret,F.-X. 423 
Clark,R. 1923 
Clark,W. 5075 
Clarke,P.R. 53 
Clavijo,P. 1607 
Clevers,H. 3847 
Cline,K. 4105 
Close,M.J. 4159 
Coen,E.S. 3711 
Cohen,J. 3385 
Cohen,P.T.W. 987, 4833 
Cohen,S.L.M. 2419 


Cole,C.N. 233 
Coleman,T.R. 3427 
Coll,M. 4029 
Collart,M.A. 177, 2990 
Collins,K.L. 4555 
Collison,K.S. 2847 
Colloms,S.D. 2513 
Colman,A. 4471 
Combaret,V. 4481 
Condon,C. 4305 
Conrad,R. 1249 
Cook,P.R. 1059 
Cook,S.J. 3475 
Cooper,A.A. 2575 
Copeland,N.G. 1387 
Coppolecchia,R. 4005 
Coque,J.J.R. 631 
Corbeau,P. 4909 
Corey,S. 2265, 2681 
Cornelissen,A.W.C.A. 2990 
Cortes,J.J. 5181 
Cortese,R. 1797, 1805 
Cory,S. 3835 
Costa,P.P. 735 
Coulie,P.G. 1363 


Courtneidge,S.A. 943, 2257, 


2617, 2625 
Cox,A.J.R. 2477 
Cozzarelli,N.R. 403, 1047 
Craigie,R. 3269 
Crampton,J.M. 2891 
Creemers,J.W.M. 1853 
Crippa,M.P. 3855 
Crisanti,A. 2881, 2891 
Crompton,T. 371 
Cross,F.R. 5267 
Cross,G.A.M. 2529 
Cross,M. 1239 
Crouch,D.H. 5075 
Csizmadia,V. 2773 
Cuende,E. 1555 
Cundliffe,E. 1499 
Cvrckova,F. 5277 


D’Apice,M.R. 2735 
Dahlberg,A.E. 1499 
Daigle,M. 285 
Dalal,S. 1847 
Dalby,B. 1219 
Daldal,F. 1283 
Dale,L. 4471 
Dalphin,M.E. 4013 
Daly,R. 1927 
Damas,A.M. 735 
Dargemont,C. 1713 
Darnell,J.E.,Jr 537, 4221 
Davidson,I. 489, 2337 
Davidson,M. 2249 
Davies,E.A. 2789 
Davis,L.J. 1021 
Davis,L.S. 4367 
Davis,S.J. 4945 
Dawson,R.J. 23 
Day,A.G. 4145 
Dayn,A. 4975 

de Boer,H.A. 3987 
De Francesco,R. 1797 
de Groot,R.P. 3903 
de Jong,P. 1363 
de Laat,S.W. 3789 
De Léan,A. 145 
de Marsac,N.T. 997 
de Martin,R. 2773 
de Massy,B. 1459 
De Murcia,G. 2109 


de Pennart,H. 3773 
de Plata,C. 1607 

De Tapia,M. 3305 

de Thé,H. 4439 

De Vos,A. 2873 

de Vries-Smits,L. 479 
deBoer,E. 4993 
Dedhar,S. 3073 
Dedieu,J.-C. 3385 
del Guercio,P. 4375 
Delattre,O. 4481 
Delecluse,H.-J. 3277 
della Torre,A. 2891 
Della Valle,G. 4985 
Deimolino,L. 1847 
Dembic,Z. 357, 1355 
den Hertog,J. 3789, 3903 
Dencher,N.A. 3721 


DePamphilis,M.L. 1131, 4042, 


4657 

Deppert,W. 4739 
Derancourt,J. 3111 
Derman,A.I. 879 
Deshaies,R.J. 3417, 4083 
Desmaze,C. 4481 
Devaux,C. 4909 
Devoto,S.H. 1013 
Dhand,R. 943 

Di Fiore,P.P. 3799 
Diaz,M. 5245 
Diaz-Nido,J. 1633 
DiCapua,E. 9 
Dickson,C. 4159 
Diekmann,S. 4407 
Dillon,N. 127 
Ding,L. 1555 
Dive,C. 3679 
Doak,T.G. 4593 
Déderlein,G. 1333 
Dodson,K. 837 
Doerfler,W. 1141 
Dombradi,V. 4833 
Dominguez,M. 2049 
Donate,L.E. 4453 
Doppler,W. 3651 
Dorée,M. 3111 
dos Santos-Silva,M. 201 
Doucas,V. 5089 
Douce,R. 555 
Douglas,M.G. 3023 
Downey,G.P. 5209 
Dowzer,C. 1969 
Doye,V. 3061 
Doyle,E.L. 5113 
Doyle,S. 3711 
Draetta,G. 53, 2625 
Drapier,J.-C. 3643 
Drew,R.E. 3637 
Driscoll Plump,S. 5267 
Drobetsky,E.A. 397 
Drouin,J. 145 
Drugeon,G. 4013 
Du,H. 501 

Du Pasquier,L. 4385 
Dube,P. 1303 
Duboule,D. 3539 
Duckett,C.S. 3551 
Dudler,L. 715 
Dudley,E.C. 4863 
Dujon,B. 2939 
Dunphy,W.G. 3427 
Dupree,P. 1597 
Duran,A. 5245 
Duyndam,M. 479 
Dynlacht,B.D. 5304 


Dzierzak,E.A. 4923 


Eble,J.A. 4795 
Edelman,M. 4857 
Eder,J. 4145 
Eder,M. 1647 
Edlund,T. 4251 
Edwards,N.L. 3551 
Eggermont,J. 2119, 2539 
Egly,J.-M. 489, 3573, 4269 
Eguinoa,A. 2265, 2681 
Eisel,U. 3365 
Elich,T.D. 4857 
Ellis,C. 5151 
Ellis,J. 127 
Elmendorf,H.G. 4763 
Embleton,M.J. 725 
Emr,S.D. 869, 2195 
Endo,M. 5287 
Engel,A. 9 
Engelman,A. 3269 
Engh,R.A. 849 
Englund,P.T. 403 
Engstrém,A. 2257 
Enomoto,K. 2715 
Eperon,I.C. 3607 
Eppinger,M. 1907 
Erdman,S.E. 527 
Emg,H. 1871 
Ernst,M.K. 4685 
Ernst,T.J. 1647 
Ernst,W.H. 5097 
Errington,R.J. 1059 
Esnault,Y. 4083 
Espeso,E.A. 3947 
Evan,G.I. 5083 
Evers,R. 2990 
Ewen,M.E. 1947 


Fabbri,S. 4697 
Fagioli,C. 4755 
Fankhauser,C. 2697 
Faucher,D. 271 
Faurobert,E. 4191 
Fazioli,F. 3799 
Feederle,R. 3913 
Feger,G. 2586 
Feldhaus,A.L. 2763 
Ferguson,C. 2863 
Fernex,C. 4335 
Ferrando-May,E. 2999 
Ferrier,P. 4335 
Fersht,A.R. 4145 
Fesquet,D. 3111 
Feuerbach,D. 3153 
Fieder,B. 563 
Fiers,W. 3095 
Fikes,J.D. 4647 
Filaci,G. 4375 
Filipowicz,W. 2913, 3519 
Finazzi,D. 4755 
Fischer,H.M. 2901 
Fischer,U. 573 
Fisher,F. 5075 
Fisher,P.R. 3763 
Fiszman,M. 443 
Fjose,A. 1403 
Flaherty,K.M. 3357, 5113 
Flajnik,M.F. 4385 
Flego,D. 2467 
Fleischmann,M. 233 
Flint,A.J. 1937 
Florentz,C. 2949 
Fognani,C. 4985 
Foguet,M. 903 





Fontes,M. 1265 
Fontijn,R. 749 
Forbush,K.A. 1671 
Forster,A. 4243 
Foskett.J.K. 5209 
Foulkes,N.S. 1179 
Fra,A.M. 4755 
Fragapane,P. 2921 
Frampton,J. 1333 
Frangioni,J.V. 4843 
Franza,B.R.,Jr 1937 
Franzoso,G. 3893 
Frei,E. 4462 
French,S. 4305 
Freudenreich,C.H. 2085 
Friant,S. 2349 
Friedman,S. 4297 
Friedrich,K. 3399 
Fritz,H.-J. 3399 
Frolova,L.Yu. 4013 
Frossard,V. 3739 
Fuchs,D. 3651 
Fuchs,E. 973 
Fujii,H. 4489 
Fujita,N. 625 
Fujita,Y. 265 
Fukuda,K. 1879 
Fukui, Y. 323 
Fuller,S.D. 2589 
Fuller-Pace,F.V. 3619 
Fumagalli,S. 2625 
Furlanetto,A.M. 5255 
Furukawa,K. 97 
Furuno,N. 4021 
Fusek,M. 1293 
Futcher,B. 1957 
Fytlovich,S. 1209 


Gabrielsen,O.S. 4625 
Gache,C. 87 
Gadsden,M.H. 4425 
Galas,S. 3111 
Gall,J.G. 107 
Galloni,M. 1087 
Gallusser,A. 5237 
Game,J.C. 4425 
Gann,A.A.F. 3459 
Gao,W. 2431 
Gardner,J.F. 4577 
Gariglio.M. 1355 
Garoff,H. 693 
Garrido,T. 3957 
Gateff,E. 1561 
Gautel,M. 2863, 3827 
Gauthier,J.-M. 5089 
Gauthier,Y. 145 
Gaxiola,R. 3105 
Ge,H. 2749 
Gebbink,M.F.G.B. 1937 
Gebel,S. 1005 
Gégonne,A. 1169 
Gehring,W.J. 1111 
Geiser,A.G. 1835 
Georgiev,O. 1355 
Geppert,T.D. 4367 
Gerace,L. 4413 
Gérard,M. 3539 
Gerl,M. 1879 
Gerlach,W.L. 2969 
Gerok,W. 1257 
Gershon,P.D. 4705 
Gerstein,M. 1 
Gervais,M. 1209 
Gesteland,R.F. 2559 


Geyer,P.K. 435 
Ghiglione,C. 87 
Ghysdael,J. 1169, 4481 
Ghysen,A. 1121 
Gibson,L. 951 
Giddings,B.W. 339 
Giegé,R. 2949 
Giese,K. 4667 
Gillespie,D.A.F. 5075 
Gillet,A. 4347 
Gilliland,L.K. 2691 
Gillis,B. 4367 
Girard,F. 3111 
Giry,M. 921 
Glaser,H.-U. 3105 
Glass,C.A. 4413 
Glass,J.R. 4413 
Glimcher,L.H. 187 
Glover,D.M. 1219 
Goda,Y. 677 
Goding,C.R. 5075 
Godl,K. 831 
Godoy,C. 5254 
Goeddel,D.V. 769 
Goff,S.P. 4433 
Golbik,R. 4795 
Golby,P. 2477 
Golden,B.L. 4901 
Goldfarb,D. 2929 
Gomis-Riith,F.-X. 4151 
Gonzalez,E. 3237 
Génzalez-Garcia,M. 1555 
Goossen,B. 3651 
Gorick,B.D. 725 
Goris,J. 3903 
Gotoh,B. 307 
Gotoh,Y. 787 
Gottlicher,M. 4169 
Gough,N.M. 3487 
Govezensky,D. 889 
Graf,T. 1333 
Graham,T.R. 869 
Grandi,P. 3061 
Grant,M.E. 1587 
Grasser,F. 167 
Gray,T.E. 4145 
Greene,W.C. 3879 
Greener,T. 889 
Greve,R.A. 2449 
Griffin,J.D. 1647 
Griffiths,A.D. 725 
Grimm,C. 1229 
Grindley,N.D.F. 1447 
Grinstein,S. 5209 
Groisman,E.A. 3779, 4053 
Gronemeyer,H. 5029 
Gronenborn,B. 4445 
Gross,D.S. 3931 
Gross,H.J. 3333 
Gross,P. 1735 
Gross,T. 1201 
Grosschedl,R. 4667 
Grosveld,F. 127, 1077, 4993 
Gruss,C. 4533 
Gruss,P. 2361 
Guarente,L. 4647 
Guiard,B. 1209, 2295 
Gumport,R.I. 4577 
Gunderson,S.I. 3573, 5191 
Giinzl,A. 1239 
Guo,L. 973 
Gustafsson,J.-A. 4169 
Gutjahr,T. 1427 
Guy-Grand,D. 4347 
Gyurkovics,H. 1087 


Hachiya,N. 1579 
Haegeman,G. 3095 
Haenni,A.-L. 4013 
Haettner,E. 743 
Haffner,R. 461 
Hagiwara,S. 1827 
Hagmeyer,B.M. 3559 
Hahlbrock,K. 1735 
Hahne,K. 4115 
Hajihosseini,M. 4969 
Halazonetis,T.D. 1021, 5057 
Haldar,K. 4763 
Halfter,H. 933 

Hall,A. 1915, 5151 
Hall,F.L. 1947 
Hamada,H. 4489 
Hamaguchi,M. 307 
Hamilton,K.S. 5255 
Hammerschmidt,W. 3277, 3921 
Hammond-Kosack,M.C.U. 545 
Han,K. 2723 

Han,S. 2449 

Han,Y.W. 4577 
Hanafusa,H. 323 
Hanazono,Y. 1641 
Hancock,J.F. 1915 
Hansmann,M.L. 4955 
Harada,S.-i. 4063 
Harayama,S. 3339 
Harder,W. 2205, 4785 
Hardy,T. 651 
Harney,J.W. 3315 
Harper,J.W. 3133 
Harrison-Lavoie,K.J. 2847 
Harryman-Samos,C. 5293 
Harter,C. 2841 
Hartikka,J.A. 903 
Hartl,F.-U. 4137 
Hartmann,H. 3763 
Harwood,A.J. 2459 
Hasel,K.W. 4413 
Haseloff,J. 2969 
Hassan,A.B. 1059 
Hassel,B.A. 3297 
Hassett,R. 5051 
Hatada,E.N. 2781 
Haus,U. 3763 
Hauser,H. 451 
Hawkins,P.T. 2265, 2681 
Hayday,A. 4863 
Haykinson,M.J. 2503 
Haynes,R.H. 4425 
Hayraud,F. 4445 
Hazelbauer,G.L. 1897 
Heard,D.J. 3519 
Heath,K.G. 2017 
Heathman,S.P. 1781 
Heberle,J. 3721 
Hedrich,R. 897 
Heidmann,T. 1487 
Heikinheimo,R. 2467 
Heimark,R.L. 2249 
Heimberg,H. 2873 
Hein,W.R. 715 
Heinrich,C. 2129 
Heintzen,C. 1505 
Heldin,C.-H. 2257, 4199 
Helenius,A. 2151 
Helmkamp,G.M.,Jr 4775 
Henderson,R. 1 
Henirquez,V. 45 
Henkel,T. 201 
Hennecke,H. 2901, 3373 
Hennighausen,L. 1835 
Henry,R. 4105 


Author index 


Hentze,M.W. 3651 
Herbst,R. 3817 
Hergersberg,M. 1355 
Herman,P.K. 2195 
Herndndez,P. 1475 
Herr,I. 3559 
Herranz,L. 4453 
Herrera,M. 1607 
Herrera,S. 1607 
Herrick,G. 4593 
Herrlich,P. 479, 1005, 3559, 3879 
Herrmann,B.G. 3211, 4900 
Herrmann,D. 2841 
Hess,W.R. 563, 4291 
Heuchel,R. 1355 
Heuer,K.I. 641 
Heuser,J. 837 
Hewat,E. 9 
Hibi,M. 1705 
Hickman,J.A. 3679 
Hilkmann,H. 2655 
Hill,C.S. 1311 
Hill,D.E. 1937 
Himmelbach,A. 3305 
Hipskind,R.A. 2377 
Hirai,H. 1641 
Hirata,D. 4063 
Hirling,H. 3643 
Hirochika,H. 2521 
Hirokawa,T. 4063 
Hloch,P. 2389 
Hoeijmakers,J.H.J. 2109, 3693 
Hoess,A. 3351 
Hofer,E. 2773 
Hoffmann,A. 2749 
Hoffmann,I. 53 
Hoffmann,J.A. 1561 
Hoffmann,K. 451 
Hofhaus,G. 3043 
Hoflack,B. 5225 
Hohn,T. 3305 
Holdsworth,M.J. 545 
Holliger,K.P. 725 
Hollingdale,M.R. 2881 
Hollinshead,M. 5225 
Hollywood,D.P. 2369 
Holmberg,D. 1819 
Holmes,D.J. 3183 
Holmgren,G. 743 
Hoogenboom,H.R. 725 
Hopper,N.A. 2459 
Horst,M. 3035 
HOrtnagel,K. 3913 
Horvat,B. 4335 
Hotta,Y. 97 
Houmard,J. 997 
Housset,V. 4909 
Howcroft,T.K. 3163 
Hsieh,D.-J. 4933 
Hu,P. 795 
Huang,M. 4863 
Huang,R.-Y. 4521 
Huarte,J. 1871 
Huber,R. 849 
Hiibner,P. 4585 
Hudson,A. 3711 
Huertas,D. 4029 
Huetz,F. 1819 
Hughes,K. 803 
Hughes,R.E. 1447 
Hughes-Jones,N.C. 725 
Hultgren,S. 837 
Humbel,B. 3399 
Hunt,T. 1979, 3123 
Hunter,T. 5161 





Author index 


Hurst,H.C. 2369 
Hurt,E.C. 2549, 3061 
Huszar,D. 821 
Huttner,W.B. 2159 
Huyghe,B. 2663, 5113 
Hwang,J.-J. 2337 
Hynes,G.M. 2847 
Hyrien,O. 4511 


Iacopetta,B. 1713 
Iams,K.P. 1621 
Iavachev,L. 4969 
Ibafiez,C.F. 2281 
Igloi,G. 1257 
lino,M. 5287 
Ikeda,M. 4489 
Ikonen,E. 295 
Ilag,L.L. 2281 
Improta,T. 4221 
Inooka,G. 3017 
Ireland,D.C. 3607 
Isberg,R.R. 1887 
Ishida,Y. 4357 
Ishihama,A. 625 
Israél,A. 5043 
Iwabuchi,M. 1437 
Izumo,S. 1387, 1681 


Jackle,H. 4462 
Jackson,D.A. 1059 
Jackson,P. 2809 
Jackson,T.R. 2265, 2681 
Jacob-Dubuisson,F. 837 
Jacquier,A. 5173 
Jahn,L. 1387 
Jahn,R. 4821 
Jakobsen,B.K. 5007 
Jakoi,L. 1013 
Jalinot,P. 4269 
James,M.N.G. 1767 
Jami,J. 4615 
Jamin,N. 4625 
Jan,L.Y. 2586 
Jan,Y.N. 2586 
Janknecht,R. 5097 
Jansen,E.J.R. 5191 
Jansen,R. 2549 
Janssen,H. 749 
Jarmolowski,A. 223 
Jascur,T. 3035 
Jaspers,N.G.J. 3693 
Jayaraman,P.-S. 5075 
Jean,D. 5267 
Jenkins,J.R. 1029 
Jenkins,N.A. 1387 
Jenny,F.E.,Jr 1283 
Jené,P. 3035 
Jensen,P.R. 1277 
Jentsch,S. 5051 
Jewett,J.R.S. 769 
Jhappan,C. 1835 
Jiang,J. 3201 
John,D.C.A. 1587 
Johnson,A.L. 1467 
Johnson,R.C. 2503 
Johnston,G.C. 3323 
Johnston,L.H. 1467, 4317 
Joly,J.C. 243, 255 
Jones,D. 3637 
Jones,S. 2477 
Joseph,S. 2567 
Joyard,J. 555 
Julius,C. 1735 
Julkunen,I. 295 
Jung,G. 933 


Jungmann,J. 5051 
Junne,T. 4115 
Jupe,E.R. 1067 
Jiirgens,G. 4462 
Justesen,J. 4013 
Jiitte,H. 4585 
Juven,T. 461 


Kabat,J. 365 
Kadowaki,T. 2929 
Kafatos,F.C. 2587 
Kafri,T. 3669 
Kaguni,J.M. 4547 
Kahmann,R. 1047 
Kaldy,P. 3643 
Kalkkinen,N. 295 
Kamada,N. 2715 
Kammann,M. 4445 
Kanaar,R. 1047 
Kandil,A.N. 1021, 5057 
Kaneko,Y. 2715 
Kanner,S.B. 2691 
Kanno,T. 3893 
Kappler,C. 1561 
Kara,C.J. 187 
Karch,F. 1087 
Karlsson,K. 4251 
Karsenti,E. 53 
Kas,E. 115, 3237 
Kasahara,M. 4385 
Kasai,H. 3017, 5287 
Kashio,N. 4397 
Kasmi,F. 5151 
Kaspar,T. 2901 
Kassenbrock,C.K. 3023 
Kastner,P. 3171 
Katz,S. 1321 
Kaufer,N.F. 1201 
Kawahara,A. 759 
Keith,G. 607 
Kellenberger,E. 9 
Keller,W. 585 
Kelly,T.J. 4555 
Kendrick-Jones,J. 4877 
Képés,F. 4083 
Keranen,S. 4095 
Kerboeuf,D. 3385 
Kerr,I.M. 4221 
Kiefer,H. 2990 
Kiefer,P. 4159 
Killeen,N. 1547 
Killmann,H. 3007 
Kindle,K. 3627 
Kinet,J.-P. 779 
Kinzel,V. 849 
Kirchhausen,T. 5237 
Kirov,N. 3193 
Kirschner,M.W. 3417 
Kishimoto,T. 1705 
Kispal,G. 2211 
Kispert,A. 3211, 4900 
Kiss,T. 2913, 3519 
Kisselev,L.L. 4013 
Kitamura,D. 2329, 4357 
Klempnauer,K.-H. 2027 
Klenin,K. 4407 
Klingensmith,J. 5293 
Klippel,A. 1047 
Klobeck,G. 3913 
Klug,C.A. 2763 
Knauer,R. 279 
Knepper,B. 641 
Knippschild,U. 4739 
Knoblich,J.A. 65 
Kobayashi,N. 759 


Kochanek,S. 1141 
Kocks,C. 921 
Koegl,M. 2625 
Kogoma,T. 3287 
Kokla,A. 5141 
Koliantz,G. 911 
Koller,K.J. 769 
Koller,T. 4533 
Komuro,I. 1387 
K6nig,H. 3559 
Kono,T. 759 
K6ntgen,F. 4347 
Kordon,E.C. 1835 
Kornblum,J. 3967 
Korner,M. 4261 
Kosako,H. 787 
Kosman,D. 5051 
K6éssel,H. 4291 
KO6ster,A. 5219 
Kouvatsou,R. 5141 
Kouzarides,T. 1333 
Kowalski,D. 4521 
Kowenz-Leutz,E. 132i 
Kozu,T. 2715 
Krah,M. 2999 
Krainer,A.R. 3607, 4715 
Kraulis,P.J. 1311 
Kreil,G. 4829 
Kreiswirth,B. 3967 
Kremer,W. 4407 
Kremmer,E. 167 
Kress,L.F. 4151 
Kreuzer,K.N. 2085 
Krippl,B. 4335 
Kronidou,N.G. 3035 
Kruijer,W. 3789 
Kruse,N. 5121 
Kubiak,J.Z. 3773 
Kiibler,E. 2855 
Kiihlbrandt,W. 2233 
Kiihn,K. 4795 
Kiihn,L.C. 1713, 3643 
Kiihne,C. 3437 
Kulkarni,S.K. 2529 
Kunkel,M.T. 3809 
Kuo,C.-C. 821 
Kiipper,J.H. 2109 
Kiippers,R. 4955 
Kupsch,E.-M. 641 
Kurahara,C. 821, 4863 
Kuroiwa,T. 555 
Kuroki,T. 641 
Kurzchalia,T.V. 1597 
Kyozuka,J. 1437 


La Regina,M. 469 
La Thangue,N.B. 4317 
Labbé,J.-C. 3111 
Labeit,S. 2863, 3827 
Lacroix,J.-C. 107 
Laemmli,U.K. 115, 3237 
Lagoutte,B. 1775 
Lagueux,M. 1561 
Lahm,H.-W. 1239 
Lakey,A. 2863 
Lam,E.W.-F. 2705 
Lamballe,F. 3083 
Lamers,M. 1805 
Land,H. 5083 
Lane,D.P. 3619 
Lang,J. 2671 
Langdon,W.Y. 2017 
Langer,T. 4137 
Langosch,D. 3729 
Langowski,J. 4407 


Lanka,E. 3703 
Lanker,S. 3997 
Laoide,B.M. 1179 
Larsen,P.R. 3315 
Laue,E.D. 1311 
Laughon,A. 2418 
Lauster,R. 4615 
Laux,G. 167 
Lawrence,C. 2141, 4040 
Laxton,C. 4221 
Layton,M.J. 3487 
Lazarus,L.R. 2483 
Ldachi,Y. 115 

Le Bail,O. 5043 
Le Berre,A. 3385 
Le Bivic,A. 1713 
Leblanc,B. 513 
Lecocq,P.J. 1363 
Ledbetter,J.A. 2691 
Leder,P. 2645 
Lee,C.-H. 1929 
Lee,J. 1767, 5051 
Lee,N.-G. 4125 
Lee,R.H. 4375 
Lee,S. 3931 
Lehle,L. 279 
Lehmann,L. 2181 
Lehner,C.F. 65 
Leiting,B. 1797 
Lenoir,G. 4481 
Leonard,K. 2863, 3827 
Lepage,T. 87 
LePoupon,C. 443 
Leslie,A.G.W. 1775 
Letsou,A. 3449 
Leutz,A. 1321 
Levin,H.L. 4885 
Levin,S.D. 1671 
Levine,M. 3201 
Levy,N. 2799 
Lewis,J.D. 3573 
Lewis,V.A. 2847 
Lhomond,G. 87 
Li,C. 4105 

Li,G. 2671 

Li,S. 3529 

Li,X. 1427, 4499 
Liiy.X. 3017 

Li Z. 3143 
Liao,X. 2635 
Liddington,R. 3351 
Lill,R. 2211 
Lim,B. 5065 
Lincke,C.R. 1615 
Lindau,M. 1811 
Linder,P. 3437, 4005 
Lindorfer,M.A. 2575 
Lindqvist,Y. 2609 
Link,G. 1745 
Liou,R.F. 1249 
Liras,P. 631 
Lirsac,P.-N. 4625 
Lithgow,T. 4115 
Littlewood,T.D. 5083 
Littman,D.R. 1547 
Liu,C.-P. 4863 
Liu,J. 339 

Liu,N. 961 
Liu,Y. 4063 
Lloyd,R.G. 17 
Lobel,P. 5225 
Lobréaux,S. 651 
Lock,P. 3487 
Loferer,H. 3373 
Loizos,N. 2141, 4040 





Lombardi,D. 677 
Longstaff,M. 379 
Lorca,T. 3111 
Loring,J. 821, 4863 
Loss,P. 2129 
Lottspeich,F. 2841, 2990, 3763 
Lowe,D.W. 769 
Liibbert,H. 903 
Ludwig,T. 5225 
Liihrmann,R. 573 
Lundgren,E. 743 
Lurz,R. 1303, 3703 
Lutter,R. 1775 

Lutz,Y. 489, 1657, 3171 


MacDonald,H.R. 371 
Macklin,M.D. 1621 
MacWilliams,M. 4585 
Mader,S. 5029 
Maggio,R. 331 
Majumder,S. 1131, 4042 
Maliga,P. 601 
Malissen,B. 4347, 5105 
Malissen,M. 4347 
Mallamaci,A. 2735 
Mallet,W.G. 2169 
Malmavist,M. 725 
Mamoun,R.Z. 5105 
Mancilla,L. 1607 
Manley,J.L. 2723, 4727 
Mann,D.J. 4833 
Mann,K. 1879, 4795 
Mannherz,H.G. 371 
Manning-Krieg,U. 3035 
Mano,H. 1541 
Maran,A. 3297 
Marchler,G. 1997 
Marcote,M.J. 53 
Mariani,R. 703 
Marine,J.-C. 1363 
Marks,J. 2697, 4325 
Marks,J.D. 725 
Maro,B. 3773 
Marschall,G. 167 
Marshall,C.J. 5151 
Marten,I. 897 
Martens,J.A. 5255 
Martensson,L. 4615 
Martial,J.A. 1363 
Martin,J.F. 631 
Martin,P.D. 1781 
Martin-Parras,L. 1475 
Martinez-A,C. 1555 
Martinez-Robles,M.L. 1475 
Maruyama,Y. 3017 
Marwan,W. 2999 
Maseki,N. 2715 
Mathieu,M. 4159 
Matias,P.M. 735 
Matile,H. 1607 
Matoska,V. 3799 
Matsushima,H. 625 
Matsuyama,S.-i. 265 
Matsuyoshi,N. 307 
Mattaj,I.W. 223, 3573, 5191 
Matthews,G. 4471 
Mattoccia,E. 4697 
Mattoo,A.K. 4857 
Matuoka,K. 3467 
Matzeit,V. 4445 
Matzner,U. 5219 
Maulbecker,C.C. 2361 
Maurel,C. 2241 
Mayeda,A. 3607 
Mayer,U. 1879 


Mayinger,P. 659 
Mayor,S. 1907 
Mazza,G. 4347 
Mbamalu,G. 3073 
McCafferty,J. 725 
McCarrey,J. 3669 
McCaughan,K.K. 4013 
McCormick,F. 1923, 3475 
McGlade,J. 3073 
McGowan,C.H. 75 
McGrew,J. 1969 
MclIntosh,E.M. 4425 
McKay,D.B. 3357, 5113 
McKay,R.D.G. 4489 
McWhirter,J.R. 1533 
Méchali,M. 4511 
Meese,K. 1321 
Meister,J. 4585 
Meister,M. 1561 
Mélin,F. 4657 
Melot,T. 4481 
Mendelzon,D. 443 
Ménissier-de Murcia,J. 2109 
Menon,A.K. 1907 
Merino,A. 157 
Merlino,G. 1835 
Meruelo,D. 2313 
Metcalf,D. 3487 
Metcalf,P. 1293 
Metzger,D. 1153 
Meyer,D.I. 659 
Meyer,M. 2005 
Meyer,T.F. 641 
Michelsen,O. 1277 
Michienzi,A. 2921 
Mier,C. 4453 
Mignogna,G. 4829 
Mihara,K. 1579 
Mihaylova-Petkov,D. 4803 
Miki,T. 3799 
Miles,C.G. 4923 
Milner,J. 2789 
Minami,Y. 759 
Minichiello,L. 3799 
Mink,S. 2027 
Miranda,M. 1131, 4042, 4657 
Mirkin,S.M. 4975 
Miroux,B. 3739 
Miyajima,A. 1641, 4181 
Miyakawa,T. 4063 
Miyashita,Y. 3017, 5287 
Miyoshi,H. 2715 
Mizuno,T. 1039 
Mizushima,S. 265, 3409 
Mlodzik,M. 1403 
Model,P. 4803 
Moffett,S. 349 
Moghazeh,S. 3967 
Molijn,A.C. 2275 
Molinete,M. 2109 
Mollinedo,F. 2681 
Molz,L. 1723 
Monaci,P. 1805 
Monard,D. 1871 
Moncollin,V. 3573, 4269 
Montreau,N. 4657 
Montrichard,F. 3105 
Moore,S.A. 1767 
Moreau-Gachelin,F. 5089 
Morelli,G. 3507 
Morgan,A. 3747 
Mori,S. 2257 
Morris,I.D. 3679 
Morris,S.A. 667 
Morrison,A. 1467 


Moss,B. 4705 

Moss,T. 513 
Mostov,K.E. 2169 
Mouillac,B. 349 
Moustacchi,E. 397 
Muchardt,C. 4279 
Mueller,J.E. 2141, 4040 
Mukhopadhyay,G. 4547 
Miiller,C. 1321 
Miiller,H.-M. 2881, 2891 
Miiller,M. 4221 
Miiller,P.P. 3997 
Miiller,S. 2303 
Miiller,T. 5121 
Muller,U. 2329 
Miiller-Hill,B. 1193, 3227 
Murakami,M. 1705 
Muramatsu,M. 4489 
Murgia,M. 4813 
Murillo,F.J. 1265 
Murphy,D. 2397 
Murray-Rust,J. 2281 
Murzin,A.G. 861 
Musacchio,A. 2617 
Musters,W. 1499 
Myers,M.J.,Jr 1929 
Myrset,A.H. 4625 


Nabel,G.J. 3551 
Nagai,Y. 307 
Nagpal,S. 2349 
Nakamura,T. 4063 
Nakshatri,H. 2349 
Namba,H. 4063 
Nanavati,S. 331 
Nash,H.A. 4567 
Nasmyth,K. 1969, 5277 
Natsuka,S. 1705 
Nauber,U. 4462 
Naumann,M. 213, 2781 
Navarro,J. 2449 
Nayar,A. 1621 
Nebreda,A.R. 1979 
Neckermann,K. 4291 
Neel,B.G. 4843 
Nemer,M. 145, 5131 
Ness,S.A. 1321 
Neupert,W. 2211, 2295 
Nevins,J.R. 1013 
Nicol,S.M. 3619 
Nicola,N.A. 3487 
Nicolas,A. 1459 
Nicosia,A. 1805 
Niemann,H. 3365, 4821 
Nigro,V. 2735 
Nikolakaki,E. 803 
Nischt,R. 1879 
Nishida,E. 787 
Nishiyama,K.-I. 3409 
Nishizawa,M. 4021 
Noble,M.E.M. 2617 
Noegel,A.A. 3763 
Noll,M. 1427, 4462, 4499 
Noller,H.F. 4747 
Nordheim,A. 2377, 5097 
Nordstrém,C. 951 
Normark,S. 837 
Nornes,S. 1403 
Nourbakhsh,M. 451 
Novak,M. 365 
Novick,R.P. 45, 3659, 3967 
Nunez,G. 1555 
Nuss,D.L. 2991 
Nusse,R. 5293 
Nutland,E. 2847 


O’Connor,M. 2559 
O’Halloran,T.V. 413 
O’Kane,D.J. 1767 
Obata,S. 2249 
Oberhammer,F. 3679 
Obermeier,A. 933 
Oberosler,P. 2389 
Ochman,H. 3779 
Oda,A. 4843 
Odijk,H. 3693 
Oefner,C. 1781 
Oehler,S. 3227 
Oesterhelt,D. 1, 2999, 3721 
Offensperger,S. 1257 
Offensperger,W.-B. 1257 
Offringa,R. 3559 
Ogawa,Y. 4021 
Ohki,M. 2715 
Ohlsson,H. 4251 
Ohnishi,K. 1827 
Ohnishi, Y. 307 
Ohno,H. 4357 
Ohno,M. 2929 
Okayama,H. 135 
Okazaki,K. 4021 
Okazawa,H. 4489 
ole-MoiYoi,O.K. 1621 
Oliveira,P. 735 
Olsnes,S. 921 
Omura,T. 1579 
Oosterwegel,M. 3847 
Oppliger,W. 3035 
Orci,L. 2841 
Oren,M. 461, 2789, 2799 
Orlowski,J. 5209 
Osada,H. 4243 
Osborne,R.S. 3393 
Otting,G. 1797 
Otto-Bruc,A. 4191 
Oude Groeneger,A.A.M. 3261 
Oudet,P. 2601 
Overath,P. 2990 
Ovitt,C.E. 5225 
Owaki,H. 4367 
Owczarek,C.M. 3487 


Pak,W.L. 911 
Palacios,P. 3957 
Palfi,Z. 1239 
Pals,C.E.G.M. 3789 
Palva,E.T. 2467 
Pannekoek,H. 749 
Pantesco,V. 1657 
Pantopoulos,K. 3651 
Paolini,R. 779 
Paras,P.,Jr 3249, 4898 
Park,S. 3893 
Parker,L.L. 1947 
Parkhill,J. 413 
Parks,D. 703 
Parra-Lopez,C. 4053 
Parthier,B. 1505 
Parton,P.G. 1597 
Pasti,L. 4813 
Paterson,H.F. 5151 
Patnaik,P.K. 2529 
Pauli,I.G.L. 1853 
Pawson,T. 3073 
Payne,G.S. 3049 
Peabody,D.S. 595 
Pearl,L.H. 3637 
Peeper,D.S. 1947 
Peichel,C.L. 2645 
Peitsch,M.C. 371 





Author index 


Peles,E. 961 
Pelham.H.R.B. 2821, 2831 
Peltonen,L. 295 
Pefiaiva,M.A. 3947 
Pennington,D.J. 4923 
Peppelenbosch,M.P. 3789 
Peralta,E.G. 3809 
Perez,A. 3171 

Perez,P. 5245 
Perez-Morga,D. 43 
Périés,J. 4439 
Perkins,A.C. 3835 
Perkins,N.D. 3551 
Perlmutter,R.M. 759, 1671 
Perrimon,N. 5293 
Perrin,A. 2939 
Persson,H. 2281 
Pestel,M. 2275 

Peter,A. 4615 

Peter,M. 4481 

Peters,C. 2181, 5219 
Peters,G. 4159 
Peters,K.G. 2635 
Peterson,E.T. 2959 
Petratos,K. 1781 
Pfeffer,S.R. 677 
Philipsen,S. 1077 
Picard,D. 2809, 4813 
Pich,D. 3921 
Piekarowicz,A. 4585 
Piette,J. 443 

Pilat,D. 943 

Pingoud,V. 2377, 5097 
Pipeleers,D. 2873 
Pirhonen,M. 2467 
Pirrotta,V. 435, 1513, 2061, 
2075, 3865 
Piwnica-Worms,H. 1947 


Plasterk,R.H.A. 1615, 2513, 3261 


Plessmann,U. 667 
Plougastel,B. 4481 
Plyte,S.E. 803 
Poellinger,L. 4169 
Pohimann,R. 5219 
Polack,A. 3913 
Polissi,A. 3339 
Poljak,L. 115 
Polycarpou-Schwarz,M. 3573, 
5191 

Polzar,B. 371 
Pompejus,M. 3399 
Poncelet,D.A. 1363 
Ponstingl,H. 849 
Pont-Kingdon,G. 23 
Poon,R.Y.C. 3123 
Popoff,M.R. 921 
Poquet,I. 271 
Poschl,E. 1879 
Pouyssegur,J. 5209 
Powell,R.J. 4013 
Pozzan,T. 4813 
Prade,R.A. 2439 
Preis,D. 2990 
Prentki,P. 5019 
Prescott,A.R. 987 
Price,B.D. 2418 
Price,J. 4969 
Prill,V. 2181 
Prislei,S. 2921 
Projan,S.J. 45, 3967 
Prombona,A. 563 
Pronk,G.J. 4211 
Proudfoot,N.J. 2119, 2539 
Pruzina,S. 1077 
Puglisi,J.D. 2949 


Pugsley,A.P. 271 
Piitz,J. 2949 
Puyana-Theall,K. 2681 
Puziss,J.W. 879 


Qian,S. 3865 
Qu,F. 2129 
Quirk,S.M. 2141, 4040 


Rabbitts,T.H. 4243 
Radler-Pohl,A. 1005 
Radtke,F. 1355 
Ragimov,N. 2799 
Rahmsdorf,H.J. 1005 
Raimbault,S. 3739 
Raine,A.R.C. 1311 


Rajewsky,K. 811, 1827, 2329, 


4357, 4955 
Ramage,L. 4115 
Ramakrishnan,V. 4901 
Ramsperger,U. 2389 
Raposo,G. 1597 
Rapp,U. 1005 
Rapp,U.R. 4367 
Rastelli,L. 1513 
Rattner,A. 4261 
Rauch,C.A. 403 
Razin,A. 3669 
Read,C. 513 
Reckmann,I. 2881 
Reeves,P.J. 2477 
Reibel,C. 3171 
Reichhart,J.-M. 1561 
Reid,A.D. 3619 
Reid,M.S. 135 
Reinberg,D. 157 
Reinbothe,C. 1505 
Reinbothe,S. 1505 
Reins,H.-A. 5051 
Reithmeier,R.A.F. 2233 
Reizer,J. 2241 
Remmler,J. 5225 
Renz,D. 1141 
Reymond,A. 2697, 4325 
Reynaud,C.-A. 4615 
Reynolds,K. 3365 
Reynolds,T.C. 2099 
Ricchetti,M. 387 
Rice,N.R. 4685 
Rice,P.A. 1447 
Richardson,J.C. 3163 
Ricquier,D. 3739 
Riddick,M. 3365 
Ridley,A.J. 5151 
Rieckhof,G.E. 3587 
Ried,T. 1363 
Riederer,M.A. 677 
Riesner,D. 2129 
Riezman,H. 2855 
Ringwald,M. 2027 
Riva,M. 2601 
Riviére,M. 1363 
Rizzuto,R. 4813 
Robaglia,C. 2969 
Roberts,A.B. 1835 
Robson,K.J.H. 2881 
Rocha,B. 4347 
Roe,T.Y. 2099 
Roebroek,A.J.M. 1853 
Roeder,R.G. 501, 2749 
Romeo,A. 5051 
Ronne,H. 4095 
Roénnstrand,L. 2257, 4199 
Roseman,R.R. 435 
Ross,H.F. 3967 


Rossi,F. 4375 
Rothenberger,S. 1713 
Rothlisberger,U. 1239 
Rottier,R. 479 
Rousseau,F. 1755 
Roussel,M.F. 943 
Rousset,R. 4269 
Rowe,T. 4877 
Roy,A.L. 501 
Rozakis-Adcock,M. 3073 
Ruberti,I. 3507 
Rubinfeld,B. 3475 
Ruchti,F. 3997 
Rudin,W. 1607 
Ruel,L. 1657 
Ruigrok,R.W.H. 9 
Ruis,H. 1997 
Ruiz-Gémez,M. 1121 
Ruiz-Vazquez,R. 1265 
Rundstrém,N. 3729 
Ruppert,S. 5304 
Rushlow,C. 3193 
Russell,P. 75 
Russo,A.A.R. 4555 
Riither,U. 5225 


Sablitzky,F. 2321 
Sachsenmaier,C. 1005 
Sadoshima,J.-i. 1681 
Sadowski,I. 1375 
Saftig,P. 5219 
Sagata,N. 4021 
Sage,E. 397 

Saib,A. 4439 

Saito,T. 4357 
Sakagami,M. 625 
Sakaguchi,M. 1579 
Sakaki,Y. 735 
Sakamaki,K. 4181 
Sakasegawa,Y. 1579 
Sakonju,S. 1099 
Salama,N.R. 4073 
Salmond,G.P.C. 2477 
Salter-Cid,L. 4385 
Salzman,E.W. 4843 
Samadashwily,G.M. 4975 
Sadnchez,M. 3957 
Sanchez,Y. 5245 
Sanchez-Garcia,I. 4243 
Sancho,J. 4863 
Sandgren,O. 743 
Sano,K. 2249 
Santangelo,G.M. 2431 
Santos,M.A.S. 607 
Sappino,A.-P. 1871 
Sappino,N. 1871 
Sarabia,V.E. 2233 
Saraiva,M.J.M. 735 
Saraste,M. 2617 
Sarthy,P.V. 911 
Sasaki,K. 1641 
Sassone-Corsi,P. 1179, 3903 
Sato,N. 555, 4181 
Satoh,T. 573 
Sawada,S. 1547 
Sawadogo,M. 4677 
Scepek,S. 1811 
Schaefer,S. 4445 
Schaeper,U. 469 
Schaffner,W. 157, 1355 
Schalling,M. 1387 
Schatz,G. 2303, 3035, 4115 
Schedl,P. 1087 
Scheffer,P. 617 
Scheidereit,C. 213, 2781 


Schekman,R.W. 4073, 4083 
Schell,D. 2990 
Schell,J. 4445 
Schepers,A. 3921 
Scherer,P. 3035 
Scherzinger,E. 3703 
Schier,A.F. 1111 
Schieven,G.L. 2691 
Schild,C. 423 
Schilthuis,J.G. 3459 
Schindler,C. 4221 
Schleicher,M. 3763 
Schleif,R.F. 35 
Schlessinger,J. 795, 933, 1929, 
3817 

Schlotter,F. 1179 
Schmelzer,E. 1735 
Schmid,R.M. 3551 
Schmidt,T.J. 145 
Schmidt-Ullrich,R. 5043 
Schmuck,K. 903 
Schneewind,O. 4803 
Schneider,G. 2609 
Scholz,G. 323 
Schreck,R. 2005 
Schréder,H. 4137 
Schréder,S. 667 
Schroeder,C. 951 
Schroeder,J.I. 2241 
Schu,P.V. 2195 
Schuh,R. 4462 
Schuit,F. 2873 
Schiiller,C. 1997 
Schiiller,S. 3277 
Schultz,P. 2601 
Schulze-Osthoff,K. 3095 
Schiimperli,D. 1229 
Schvartzman,J.B. 1475 
Schwarz,E. 2295 
Schwarz,J.K. 1013 
Schwarz,R.T. 1907 
Schwob,E. 5201 
Schyns,G. 997 
Scollay,R. 4335 
Scott,P.A. 869 
Sebald,W. 5121 
Segal-Bendirdjian,E. 1487 
Segall,A.M. 4567 
Segui-Real,B. 2211 
Seidenbecher,C. 1505 
Seifert,E. 4462 
Seiwert,S.D. 5181 
Sekine,M. 573 
Seldin,D.C. 2645 
Self,A.J. 5151 
Sentenac,A. 2601 
Serrano,R. 3105 
Serwe,M. 2321 
Sessa,G. 3507 
Sethi,S. 3171 
Sétif,P. 1755 
Settleman,J. 3073 
Seytter,T. 2295 
Shah,J. 3193 
Sharples,G.J. 17 
Shaulian,E. 2789 
She,J. 4863 
Shearman,M.S. 3817 
Sheen,J. 3497 
Sheer,D. 4481 
Shen,B.-J. 5121 
Shibasaki,F. 3467 
Shibata,M. 3467 
Shigemoto,K. 1827 
Shimamoto,K. 1437 





Shimanuki,M. 1987 
Shimazaki,T. 4489 
Shimizu,K. 2715 
Shirasawa,T. 1827 
Shoelson,S.E. 795 
Shum,B.P. 4385 
Shuttleworth,J. 3111, 3123, 3133 
Siber,G.R. 3351 
Siddique,A.-B.M. 4125 
Siebenlist,U. 3893 
Siegbahn,A. 4199 
Sieh,M. 315 
Sikorska,M. 3679 
Silhavy,T.J. 3393 
Silverman,R.H. 3297 
Simanis,V. 2697, 4325 
Simeone,A. 2735 
Simmaco,M. 4829 
Simmen,K.A. 3573 
Sim6n-Mateo,C. 2977 
Simons,K. 1597 
Simpson,P. 1657 
Sinden,R. 2891 
Sinden,R.R. 1067 
Singer,D.S. 3163 
Singer,R.A. 3323 
Singh,H. 2763 
Sitia,R. 4755 
Sivaraja,M. 795 
Skinner,H.B. 4775 
Skoda,R.C. 2645 
Skolnik,E.Y. 1929 
Skowronski,J. 703 
Skrzypek,E. 4585 
Sladek,F.M. 537 
Slingerland,J.M. 1029 
Sloof,P. 1523 
Smith,E.J. 1013 
Smith,G.H. 1835 
Smith,J.C. 4463 
Smith,M. 4843 
Smith,R. 2418 
Smith,R.A. 3607 
Smith,R.K. 4635 
Sobezyk,A. 997 
Sogo,J.M. 4533 
Soldati,T. 677 
S6ll,D. 5201 
Solomon,M.J. 3133 
Som,S. 4297 
Sommer,S. 3287 
Sonntag-Buck,V. 1343 
Sontheimer,E.J. 5181 
Sotomayor,C. 3297 
Spanopoulou,E. 4347 
Speijer,D. 1523 
Spitz,L.M. 2929 
Sprinzl,M. 2959 
Squires,C. 4305 
Squires,C.L. 4305 
Srivastava,P.K. 3143 
St John,T. 2249 
Stabel,S. 4199 
Stack,J.H. 2195 
Stagljar,I. 233 
Stahl,H. 2389 
Stanley,K.K. 2219 
Stark,G.R. 4221 
Staub,J.M. 601 
Stefanovic,B. 1229 
Steger,G. 2129 
Stein,B. 3879 
Steitz,J.A. 5181 
Steitz,T.A. 1447 
Stenbeck,G. 2841 


Stentz,B. 3931 
Stephan,H. 371 
Stephens,L.R. 2265, 2681 
Stephens,S. 2477 
Stern,D. 3627 
Sternberg,D.W. 323 
Stevens,T.H. 2575 
Stevenson,F. 4375 
Stewart,G.S.A.B. 2477 
Stewart,P.L. 2589 
Stewart,V. 3529, 4635 
Stone,G. 1375 
Stornaiuolo,A. 2735 
Stotz,A. 4005 
Straub,N. 1201 
Street,A.J. 987 
Struhl,K. 177, 2990 
Stunnenberg,H.G. 1343 
Subramaniam,S. 1 
Subramanian,A.R. 563 
Subramanian,T. 469 
Suck,D. 1805 
Suckow,M. 1193 
Sugino,A. 1467 
Sulter,G.J. 2205 
Sumper,M. 831 
Sumpter,V. 573 
Sun,C.R. 5245 
Sun,Y. 145 
Superti-Furga,G. 2625 
Surana,U. 1969 
Surdin-Kerjan,Y. 3105 
Suzuki,M. 3221, 4042 
Suzuki,S. 2249 
Swaving,G.J. 4785 
Sweet,D.J. 2831 
Sylvers,L.A. 617 
Szentirmay,M.N. 4677 
Szpirer,C. 1363 
Szymkowski,D.E. 3685 


Taga,T. 1705 
Takagi,N. 4397 
Takebe,Y. 1827 
Takeda,S. 811, 2329 
Takeichi,M. 307 
Takemori,T. 1827 
Takenawa,T. 3467 
Taketani,S. 2249 
Taki,S. 4357 
Talbot,D. 127 
Tamai,K. 4489 
Tamanoi,F. 5245 
Tanaka,H. 4021 
Tandeau de Marsac,N. 997 
Tanese,N. 5304 
Tang,Z. 3427 
Taniguchi,T. 759 
Tanihara,H. 2249 
Taniura,H. 4413 
Tapley,P. 3083 
Tartakoff,A.M. 2929 
Tate,W.P. 4013 
Tatu,U. 2151 
Tavares,P. 1303 
Taylor,E. 4385 
Tchénio,T. 1487 

te Hessen,S. 279 
Telesnitsky,A. 4433 
Tempst,P. 1569 
Terada,N. 4181 
Terhorst,C. 4863 
Terry,C.J. 735 
Tertoolen,L.G.J. 3789 
Teubner,K. 1257 


Teufel,M. 3399 
The,I. 1615 
Thoma,F. 4603 
Thomas,D. 3105 
Thomas,D.Y. 285 
Thomas,G. 4481 
Thomas,J.O. 1311 
Thomas,P. 303 
Thompson,C.J. 3183 
Thompson,J. 1499 
Thorbecke,G.J. 2313 
Thiringer,F. 2419 
Thylén,C. 743 
Tien,P. 2129 
Tilburn,J. 3947 
Tiller,K. 1745 
Timberlake,W.E. 2039, 2439 
Timpl,R. 1879 
Tinkelenberg,A.H. 5267 
Titorenko,V.I. 4785 
Tjian,R. 5304 
Tocchini-Valentini,G.P. 4697 
Toda,T. 1987 
Todd,R.J. 1775 
Toebes,M. 1947 
Tokiwa,G. 1957 
Tokuda,H. 3409 
Tollersrud,O.-K. 295 
Tollervey,D. 2549 
Toma,F. 4625 
Tomei,L. 1797 
Tomita-Yamaguchi,M. 3893 
Tong,J.-H. 1161 
Tonks,N.K. 1937 
Tony,H.-P. 5121 
Tooze,S.A. 2159 
Tora,L. 489 
Tornberg,U.-C. 1819 
Tornow,J. 2431 
Totty,N.F. 803 
Townsley,F.M. 2821 
Trachsel,H. 3997 
Travers,A.A. 2483 
Triche,T.J. 4481 
Trieschmann,L. 3855 
Trommler,P. 3763 
Trounstine,M. 821 
Trucy,J. 4347 
Tschopp,J. 371 
Tseng,B.Y. 4555 
Tsernoglou,D. 1781 
Tsiagbe,V.K. 2313 
Tsukamoto,T. 1621 
Tuite,M.F. 607 
Turc-Carel,C. 4481 
Twamley,G.M. 943 
Tyers,M. 1957 
Tzahar,E. 961 
Tzartos,S.J. 5141 


Ueda,R. 4863 

Ueguchi,C. 1039 
Uhlenbeck,O.C. 2959 
Ulloa,L. 1633 

Ullrich,A. 933, 1929, 3817 
Ungewickell,E. 667 


Valcana,C. 5141 
Valpuesta,J.M. 4453 

van Blitterswijk,W.J. 2655 
van Dam,H. 479 

Van de Ven,W.J.M. 1853 
van de Wetering,M. 3847 
van den Burg,J. 1523 

van den Heuvel,M. 5293 


Author index 


van der Eb,A.J. 479, 1947, 3559 
van der Geer,P. 5161 
van der Merwe,P.A. 4945 
van der Spek,H. 1523 
van Gelder,C.W.G. 5191 
van Gent,D.C. 3261 
Van Haastert,P.J.M. 2275 
van Heel,M. 1303 

Van Lint,C. 3249, 4898 
van Luenen,H.G.A.M. 2513 
van Mourik,J.A. 749 
Van Nhieu,G.T. 1887 
van Norren,K. 3847 

van Putten,J.P.M. 4043 
van Raaij,M.J. 1775 
Van Schaftingen,E. 2873 
van Steeg,H. 1523 

van Venrooij,W.J. 5191 
van Vuuren,A.J. 3693 
van Weeren,P.C. 4211 
Van’t Veer,L.J. 195 
Vandenheede,J.R. 3903 
Vandercammen,A. 2873 
Vandevoorde,V. 3095 
Vanhove,B. 2773 
Varma,R. 4367 
Vassalli,J.-D. 1871 
Veenhuis,M. 2205, 4785 
Vega,F.,Jr 2663, 5113 
Velardi,A. 1871 
Verbeet,M.Ph. 3987 
Verdin,E. 3249, 4898 
Verma,D.P.S. 4125 
Vermeulen,W. 2109 
Véron,M. 2275, 2459 
Vicente,M. 3957 
Vicentini,L.M. 1929 
Vihko,P. 2609 

Vink,C. 3261 

Vifuela,E. 2977 
Vito,M. 339 

Vivanco Ruiz,M.d.M. 1343 
Vivier,E. 4347 

Vogel,Z. 331 

Vogt,T.F. 2645 

von Ahsen,U. 4747 

von Figura,K. 2181, 5219 
von Heijne,G. 683 

von Wilcken-Bergmann,B. 1193, 
3227 

Voorberg,J. 749 
Vrieling,E.G. 2205 


Wachira,S.J. 3637 
Wachter,H. 3651 
Wada,A. 625 
Waddell,T.K. 5209 
Wahle,E. 585 
Wahli,W. 423 
Wahlqvist,J. 743 
Wakeling,A.E. 3679 
Walhberg,J.M. 693 
Walker,J.E. 1775 
Walker,M.D. 4261 
Walker,P.R. 3679 
Walter,E. 1257 
Wang,B. 4863 
Wang,D.N. 2233 
Wang,J.Y.J. 1533 
Wang,P.-Z. 45, 3659 
Wang,Q. 2495 
Wang,Z. 2749 
Wang,Z.-Y. 1161 
Ward,D.C. 1363 
Wasserman,S.A. 3449 





Author index 


Waterfield.M.D. 943 
Waterham,H.R. 4785 
Watrin,F. 4335 
Watson,R.J. 2705 
Watson,S. 3351 
Waxman,S. 1161 
Weaver,D.C. 4885 
Weber,K. 667 
Weber,M. 3773 
Weber,U. 1403 
Weddell,G. 4863 
Wee,S. 2691 
Weichs an der Glon,C. 2119 
Weill,J.-C. 4615 
Weinberg,R.A. 339 
Weinberg,W. 2635 
Weiner,R.L. 2635 
Weinzierl,R.O.J. 5304 
Weir,H.M. 1311 
Weiss,A. 315 
Weiss,G. 3651 
Weiss,M.A. 795 
Weiss,S. 357 
Weiss,U. 2159 
Wen,D. 961 
Wenzl,S. 831 
Werner,S. 2635 
Werner-Felmayer,G. 3651 
Wess,J. 331 
Westergaard,O. 5007 
Westerhoff,H.V. 1277 
Weston,K. 1333 
White,J. 5029 
White,M.F. 1929 
White,S.W. 4901 
Whitelaw,M.L. 4169 
Whitters,E.A. 4775 
Whyatt,D.J. 4993 
Wickner,W. 243, 255 
Wieland,B. 1239 
Wieland,F.T. 2841 
Wierenga,R.K. 2617 
Wiesmiiller,K.-H. 933 
Wietzerbin,J. 3643 
Wilkinson,M. 3747 
Williams,J.G. 2459 
Williams,K. 4593 
Williams,K.P. 795 
Williams,L.T. 2635 
Williams,P. 2477 
Willison,K.R. 2847 
Wills,N.M. 2559 
Willson,T.A. 3487 
Wilsbach,K. 3049 
Wilschut,J. 693 
Wilson,D.W. 2821 
Wilson,J.W. 3679 
Wilson,K.S. 1781 
Wilson,P.J. 4425 
Wilson,S.A. 3637 
Winkler,F.K. 1781 
Winkler,H. 2773 
Winkler,T. 4739 
Winson,M.K. 2477 
Winston,N.J. 3773 
Winter,G. 725 
Wintermeyer,W. 617 
Wischik,C.M. 365 
Witt,I. 1201 
Wittmer,B. 3997 
Wohlwend,A. 1871 
Wolff,E. 2586 
Wolffe,A.P. 423, 3855 
Wollheim,C.B. 2671 
Wong,D.C.P. 5209 


Wong,J.G. 303 
Wong,W.T. 3799 
Wood,R.D. 3685 
Woodgett,J.R. 803 
Woodside,M. 5209 
Wower,J. 617 
Wraight,C. 2219 
Wright,J.A. 3977 
Wright,J.G. 413 
Wu,J. 489, 4533 
Wu,L. 4335 
Wu,S. 3357 
Wulczyn,F.G. 213 
Wulf,G.M. 5065 
Wiithrich,K. 1797 


Zucker,J.-M. 4481 
Zucman,J. 4481 

Zuo,P. 4727 

Zurawski,G. 2663, 5113 
Zurawski,S.M. 2663, 5113 


Xing,Y. 4647 
Xu,M. 1947 
Xu,Y. 821 


Yaghmai,R. 1897 
Yamada,K. 759 
Yamada,Y. 1879 
Yamagishi,M. 625 
Yamasaki,K. 1705 
Yamasaki,S. 4821 
Yamashita,K. 3123 
Yamazawa,T. 5287 
Yanagida,M. 1987 
Yaniv,M. 4229, 4279, 5089 
Yarden,Y. 961 
Yasui,A. 3693 
Yasukawa,K. 1705 
Yates,J.L. 4933 
Yawata,H. 1705 
Yazaki,Y. 1641 
Yeung,T. 4073 
Yokote,K. 2257 
Yoshida,I. 4397 
Yoshimoto,T. 2313 
Young,F. 821, 4635 
Yu,B. 2477 
Yu,G. 2099 
Yu,Q.-C. 973 
Yuan,J. 4105 
Yuspa,S.H. 2635 


Zabel,U. 201 
Zakaény,J. 3539 
Zamanian,M. 4317 
Zamir,A. 889 
Zanetti,M. 4375 
Zantema,A. 479, 1947, 3559 
Zauberman,A. 2789, 2799 
Zelent,A. 1161 
Zeltz,P. 4291 
Zeng,X. 2431 
Zenke,M. 1343 
Zerial,M. 677 
Zerrahn,J. 4739 
Zhang,J. 3529 
Zhao,K. 3237 
Zhao,M. 4955 
Zhelnin,L. 3193 
Zhong,W. 537 
Zhou,A. 3297 
Zhou,M. 1929 
Zhou,Q. 3201 
Ziegelbauer,K. 2990 
Ziegelin,G. 3703 
Zimber-Strobl,U. 167 
Zimmer,A. 3365 
Zimmermann,R.A. 617 
Zinck,R. 2377 
Zou,Y.-R. 811, 2329 





Subject index 


Abdominal-A 
transcriptional repression 1099 
Abscisic acid 
in iron-induced synthesis of ferritin, maize 651 
Acetylcholine receptor 
@ subunit, tyrosine phosphorylation, antibody probes 5139 
muscle-specific transcription of a-subunit gene, myogenic factors 
Spl and GBF 443 
Achaete 
expression and role 1121 
Achaete —scute complex 
asense gene 2049 
Actin 
endocytosis, yeast 2855 
filaments, plant—fungus interactions, structural rearrangements 
1735 
microfilament assembly, role of GTP binding protein rho 921 
Acute myeloid leukaemia 
t(8;21) translocation, AML] —-MTG8 fusion gene 2715 
Acute promyelocytic leukaemia 
chromosomal translocation, retinoic acid receptor a gene 1161 
retinoic acid receptors, PMLRAR homodimers 3171 
Adenine phosphoribosyltransferase 
8-methoxypsoralen—UVA, mutational specificity 397 
Adenocarcinoma 
Neu differentiation factor, ligand—receptor interaction, cell 
specificity 961 
Adenovirus 
EIA, c-Jun transcription, ATF-2 479 
E1A, enhancer regulation, @AP3 4985 
EIA proteins, AP-1 regulation 3559 
EIA second exon, tumorigenesis, metastasis, transformation 
469 
protein E3/19K, MHC class I antigens, chaperones 3153 
X-ray structure/electron microscopy, difference imaging 2589 
Adrenergic receptor 
a-| receptor signalling, cardiac cells 5129 
8 -adrenergic receptors, palmitoylation and phosphorylation 349 
African swine fever virus 
polyprotein processing 2977 
Alkylating agents 
DNA damage/DNA repair 2109 
Allosteric control 
MerR transcription, mercury-independent mutants 413 
Alternative splicing, see RNA splicing 
Alzheimer disease 
paired helical filament, tau protein protease resistant unit 365 
D-amino acids 
D-alloisoleucine, antibacterial peptides/haemolysis 4829 
Ammonia 
Dictyostelium differentiation, upstream regulation 2459 
Amyloidosis 
transthyretin, Met30 variant, structure 735 
Amyloidotic polyneuropathy 
Met30 mutation, amyloid fibrils, transthyretin modifications, 
disulfide bonds 743 
transthyretin Met30 variant, structure/amyloidogenic implications 
735 
Anion channels 
plasma membrane, guard cells, feedback regulation 897 
Anion transport 
in erythrocytes, structure of Band 3 membrane domain 2233 
Ankyrin 
interferon, ribonucleases 3297 
Ankyrin repeats 
IxB molecules, functional domains, specificity 2781 
Annealing 
DNA and RNA, p53-catalysis 2389 
Anopheles gambiae 
trypsin genes, blood meal induction 2891 
Antibodies 
engineering, cytotoxicity/cell adhesion 4375 
human anti-self, high specificity, phage display libraries 725 


Antimicrobial peptides 
D-alloisoleucine, Bombina variegata 4829 
resistance, melittin/protamine, S. typhimurium 4053 
Antioxidants 
H,O,, effects, transcription factors 2005 
Antirrhinum majus 
chlorophyll biosynthesis, oli gene, protoporphyrin IX Mg-chelatase 
3711 
Antisense oligodeoxynucleotides 
inhibition of replication/gene expression, duck hepatitis B virus 
1257 
AP180 
clathrin assembly proteins 667 
Apidaecin 
multipeptide precursor, structure, induction of immune response, 
honeybee i569 
Apoptosis 
B lymphoma cells, role of bcl-2 1555 
epithelial cells, DNA fragmentation 3679 
Myc— Max dimerization 5083 
nuclear DNA degradation, characterization of DNase 371 
role of bcl-2 in programmed cell death of B lymphoma cells 1555 
Arabidopsis 
Athb HD—Zip motif, protein—DNA interaction, binding specificity 
3507 
TATA binding proteins, specificity 3519 
thaliana, y-TIP, characterization/expression, glycerol transport 
2241 
ARS elements 
Saccharomyces cerevisiae, replication origins, DNA helical 
instability 4521 
Trypanosoma brucei, use as shuttle vectors 2529 
Ash/Grb-2 protein 
growth factors, signal transduction 3467 
Aspartic proteases 
cathepsin D crystal structure, lysosomal targeting signal and active 
site 1293 
Aspartylglucosaminidase 
processing, endoplasmic reticulum 295 
Aspergillus nidulans 
gene regulation of sporulation, briA locus 2439 
penicillin biosynthesis, pH and transcriptional regulation 3947 
translational repression of briA prevents premature development 
2449 
yA gene regulation, abaA 2039 
Assembly proteins 
clathrin, AP180 667 
ATP 
transport, Saccharomyces cerevisiae endoplasmic reticulum 
659 
ATP synthase 
E.coli, H*-ATPase activation, modulation of atp operon, oxidative 
phosphorylation 1277 
F,-ATPase, X-ray structure, bovine heart mitochondria 1775 
Atrial natriuretic factor 
genes, a-1 adrenergic receptor signalling, cardiac cells 5129 
low affinity receptor, hormonal induction 769 
Autogenous regulation 
thiostrepton, transcription 3183 
Autoimmune disease 
human foamy provirus, pregenome splicing 4439 
Autoinducers 
Erwinia carotovora, control of virulence and exoenzyme production 
2467 
Autophosphorylation 
PDGF §-receptor 2257 
Autoregulation 
Ubx, is mediated by wingless and decapentaplegic extracellular 
signals, Drosophila 2419 
Autoregulatory loops 
wingless — gooseberry, Drosophila denticle formation 4499 
5-Azacytidine 
EcoRIl methylase, transcription, autogenous regulation 4297 





Subject index 


B cells 
CD19, tyrosine phosphorylation 2691 
development, human germinal centres, histology 4955 
development, Igx and Ig rearrangement, deletion of 
immunoglobulin gene enhancer 2329 
development, immunoglobulin genes, \ chain expression 811, 821 
development, V(D)J recombination 2321 
differentiation, V-region selection 1819 
targeted disruption, Oct-2 2763 
B lymphoma cells 
role of bcl-2 in programmed cell death 1555 
Bacterial adherence 
internalization, 6, integrins, S.aureus 1887 
Bacterial interspersed mosaic elements 
integration host factor binding, E.coli 5019 
Bacterial toxins 
novel oligosaccharide/oligonucleotide binding fold 861 
Bacteriophage 
¢/\ hybrid proheads, DNA packaging 4453 
MS2, coat protein RNA binding site, replicase synthesis 
translational repression 595 
phage display libraries, human anti-self antibodies 725 
Bacteriophage \ 
integrase, site-specific recombination, synapsis 4567 
integrase mutants, atfL complex, intasomes 4577 
Bacteriophage SPP1 
portal protein symmetry, phage structure 1303 
Bacteriophage T4 
endonuclease I-TevI—fd intron homing site interaction 2141 
type II topoisomerase, cleavage site requirements 2085 
Bacteriorhodopsin 
conformational changes, election diffraction 1 
protein folding, loop variants 3399 
proton transfer, decoupling, purple membranes, site-specific 
mutagenesis 3721 
Band 3 
structure of membrane domain, anion transport in erythrocytes 
2233 
Barley 
plastid gene expression, effect of methyl jasmonate on translational 
control 1505 
ribosomeless chloroplast, rpoB, RNA editing 4291 
Basement membranes 
laminins, mouse EGF-like motif, nidogen binding 1879 
Basolateral sorting 
human transferrin receptor, endocytic signal/unique phosphoryiation 
site, MDCK cells 1713 
BiP 
prolyl 4-hydroxylase, cell-free synthesis and assembly 1587 
Bithorax complex 
domain boundaries 1087 
Bombina variegata 
D-amino acids, antibacterial peptides/haemolysis 4829 
Bovine leukaemia virus 
envelope protein, signalling motifs 5103 
Bradyrhizobium japonicum 
groESL gene family, co-regulation, nitrogen fixation genes 
2901 
TIpA, novel thioredoxin-like protein 3373 
Brain 
development, mouse, Otx genes 2735 
Burkitt’s lymphoma 
c-myc, transcriptional activation/dysregulation, Igx locus 3913 


Caenorhabditis elegans 
induced Tc3 transposition 2513 
Pgp genes, expression, intestinal localization 1615 
RNA splicing, trans-splicing 1249 
Calcium 
Ca?* intracellular concentrations, smooth muscle 5285 
exocytosis, capacitance measurement, patch—clamp analysis 3017 
exocytosis, rat pituitary cells 303 
gradients, aequorin/fura-2 4813 
Calmodulin 
exocytosis, membrane fusion, Paramecium 3385 
Cancer immunity 
chaperones, MHC class I, hsp 90 3143 


5322 


Candida albicans 
non-standard translation, misreading, tRNA identity 607 
Carbon catabolite repression 
Aspergillus nidulans penicillin biosynthesis, pH regulation 
3947 
Carotenoids 
myxobacteria carotenoid synthesis gene, growth phase regulation, 
light activation 1265 
Casein kinase II 
depletion, by antisense oligonucleotide, neuritogenesis 1633 
induction in bovine lymphocytes by Theileria parva 1621 
Catalytic RNA 
hairpin ribozyme, structure—function relationships in catalytic 
domain 2567 
Catechol 2 
3-dioxygenase, enzyme reactivation, xy/T, TOL plasmid 3339 
Cathepsin D 
crystal structure, lysosomal targeting signal and active site 1293 
Caulimovirus 
transactivator, translational control, RNA binding 3305 
Caveolae 
VIP21, functional relationship, endocytosis 1597 
CD4 
antibody, HIV transcription inhibition 4909 
cell surface down-regulation, HIV-1 Nef gene 4923 
regulated expression, T cells, development/activation 1547 
CD45 tyrosine phosphatase 
modulation of Leck binding 315 
cdc2 
cell cycle, cyclin-dependent kinases 3111 
phosphorylation, human Weel homologue 75 
titin phosphorylation, sarcomere assembly 3827 
Cdc2—cyclin B 
phosphorylation activation, cde25-C 53 
Cell adhesion 
antibody engineering, killer cells 4375 
N-cadherin—catenin, p60%~’* inactivation 307 
GAP N-terminal region 3073 
Cell adhesion molecule 
rat CD2—CD48 binding 4945 
Cell cycle 
see also Mitosis 
B-myb gene, transcription regulation, mouse 2705 
B-type cyclins, new genes, yeast 3437 
cde2, cyclin-dependent kinases 3111 
Cdc2 phosphorylation, Weel kinase, negative regulation 3427 
cdc25-C phosphorylation activation by cdc2—cyclin B 53 
cyclin—cdk complexes, substrate specificity 1947 
cyclins, CAK, protein kinases 3123, 3133 
cyclins, microtubule-dependent destruction, maturation promoting 
factor, cytostatic factor 3773 
G, cyclins, S.cerevisiae, comparison of Cln1 1955 
D.melanogaster, serine/threonine phosphatase 4833 
E.coli, fisZ transcription 3957 
G,—M transition, role of cyclins A and B, Drosophila 65 
human RCC/ gene-encoded U-snRNAs 2913 
MAP/MPF protein kinases activation 1979 
metaphase — anaphase transition, CDC28/CLB2 kinase destruction, 
S.cerevisiae 1969 
Myc—Max dimerization 5083 
phosphorylation, human Weel homologue 75 
PTBIB tyrosine phosphatases, in vivo 1937 
RNA processing, yeast 2929 
S.cerevisiae, thymine-less death, dUTP pyrophosphatase 
4425 
S.pombe, DSC-1-like factor, p34“? 4325 
transcription factors DRTF1/E2F, functional synergy 4317 
yeast, morphogenesis regulation, CLN proteins 5265 
yeast, p34? regulation, Weel kinase 3417 
Cell growth 
retinoic acid effects, RAR-al role 3459 
Cell motility 
kit/SCF receptor phosphorylation, effects 4199 
Cell proliferation 
E2F, protein—protein interactions 1013 
Cell shape 
S.pombe, pckl* and pck2* 1987 





Cell stretch 
cardiac myocytes second messenger pathway activation 1681 
Cell tropism 
Neisseria gonorrhoeae Opa proteins, cellular invasion, phagocytosis 
641 
Cell viability 
S.pombe, pckI* and pck2* 1987 
Cell wall synthesis 
geranylgeranyltransferase I 6 subunit, S.pombe cwg2* gene 5243 
Cellular invasion 
Neisseria gonorrhoeae Opa proteins, phagocytosis, cell tropism 641 
Central nervous system 
protocadherins, cadherin-related molecules 2249 
Centrosome 
novel serine/threonine phosphatase 987 
Cephamycin 
resistance, biosynthetic gene cluster, Nocardia lactamdurans, 
B-lactam production 631 
Chaperones 
cancer immunity, MHC class I, hsp 90 3143 
Dictyostelium discoideum heat shock proteins, actin polymerization 
3763 
E.coli Dnak, DnaJ, GrpE, heat stress damage repair 4137 
peptide transfer, MHC class I antigens 3153 
suppressor of groEL mutation, sugE, K.pneumoniae 889 
Chaperonins 
groESL gene family, Bradyrhizobium japonicum 2901 
Chemotaxis 
E.coli, differential sensory responses 1897 
Chestnut blight fungus 
Cryphonectria parasitica, hypovirulence-associated virus 2991 
Chlamydomonas 
chloroplast petD gene translation initiation mutants 3627 
Chloride channels 
glycine receptor channels, M2 segment 3729 
Chlorophyll 
biosynthesis, Antirrhinum majus, oli gene, protoporphyrin IX 
Mg-chelatase 3711 
light-inducible gene expression, maize, protein phosphatase 3497 
Chloroplast 
DNA, pea, characterization of plastid envelope DNA binding 
protein 555 
petD gene, translation initiation mutants, Chlamydomonas 3627 
photosystem II core proteins, thylakoid protein phosphatase 4857 
ribosomeless, RNA editing, barley/maize 4291 
RNA polymerase, phosphorylation 1745 
thylakoid membrane, protein translocation, multiple pathways 4104 
transcription, plastid RNA polymerase, barley/rye 563 
Chromatin 
assembly, Drosophila, homeotic genes, chromosome binding sites, 
Enhancer of zeste function 1513 
assembly, HMG-17, transcription, Xenopus 3855 
Drosophila, DNA supercoiling 1067 
histone H1, HMG-I/Y, SAR 3237 
HIV-1 promoter, transcriptional activation 3249 
nucleosomes, replication forks 4533 
opening, locus control regions 127 
opening and closing mechanism 115 
transitions, nucleosomes, transcription 4605 
Chromosomal proteins 
HMG-17, chromatin assembly, transcription, Xenopus 3855 
Chromosomes 
binding, lamins A and C 4413 
lampbrush chromosome loops, newt germinal vesicle 107 
replication, timing, inactive X chromosome, mouse 4397 
t(8;21) translocation, acute myeloid leukaemia, AML] —-MTG8& 
fusion gene 2715 
Class switching 
regulation, IgG2b, 1,2b mutation 3529 
Clathrin coats 
assembly, associated protein complexes 61, 82 subunits 5235 
Clathrin-coated vesicles 
clathrin assembly proteins, AP180, mouse phosphoprotein (F1-20) 
667 
pits, adaptor interactions 2169 
CLN proteins 
morphogenesis regulation, yeast 5265 


Subject index 


Clonal deletion 
of thymocytes by immunoglobulin idiotype 357 
Clostrodium botulinum 
neurotoxins, HPC-1/syntaxin, synaptic membranes 4821 
Coatomer 
Golgi apparatus associated particle, p102 subunit 2847 
novel subunit, 8’COP 2841 
Codons 
UGA, SECIS elements 3315 
Collagen 
type IV, aif! integrin recognition site 4795 
Collagenase 
structure, snake venom adamalysin II 4145 
Colony stimulating factor 
CSF-1, receptor, phosphorylation site mutants 5159 
Src tyrosine kinases, CSF-1 response 943 
Complementation 
HIV integrase, transposition 3261 
integrase mutants, attL complex, intasomes 4577 
Corepressors 
dorsal, silencers 3201 
transcriptional regulation, dorsal 3193 
CREM 
phosphorylation, protein kinase A 3903 
Crithidia fasciculata 
absence of supercoiling in kinetoplast DNA 403 
characterization of guide RNA and relation to RNA editing 1523 
Cryphonectria parasitica 
chestnut blight fungus, hypovirulence-associated virus 2991 
Crystal structure 
human fyn, SH3 domain 2617 
rat prostatic acid phosphatase 2609 
Cyanobacteria 
Calothrix, chromatic adaptation 997 
photosystem I, PSI-E subunit, ferredoxin reduction 1755 
Cyclic AMP 
dependent protein kinase, Dictyostelium, activation of prespore and 
spore cell pathway 2459 
p21’*5 activation, ERK2, tyrosine kinases 4211 
protein kinase A, Ca**-dependent exocytosis, chromaffin cells 
3747 
Cyclin B 
cdc2—cyclin B, cde25-C phosphorylation 53 
p34°<2 complex, phosphorylation 75 
translation repression, Drosophila 1219 
Cyclins 
A and B, G,—M transition 65 
B-type, new genes, yeast 3437 
CAK, protein kinases, cell cycle 3123 
CDC28/CLB2 kinase destruction, metaphase — anaphase transition, 
S.cerevisiae 1969 
cyclin B, microtubule-dependent destruction 3773 
dependent kinases, cdc2 3111 
dependent kinases, substrate specificity, A- and B-type cyclin, 
differential effects 1947 
G, and G,, p34©©8 regulation, yeast, Weel kinase 3417 
homologues, CLN proteins, yeast 5265 
protein kinases, CAK, p40”9!5, 33°42 3133 
Schizosaccharomyces pombe mc52 cyclin protean kinase activity, 
cskIl 1723 
G, cyclins 
S. cerevisiae, comparison of Cln1 1955 
Cytochromes 
aa, biogenesis, Bradyrhizobium japonicum novel thioredoxin-like 
protein 3373 
b>, protein targeting, sorting signal, mitochondrial intermembrane 
space 2303 
b,, targeting into mitochondrial membrane space, recognition of 
mitochondrial sorting signal 2295 
c-type cytochrome mutants, photosynthetic growth, Rhodobacter 1283 
Cytokine receptors 
IL-13 and IL-4, shared subunit 2663 
mouse c-mpi signal transduction 2645 
Cytokinesis 
S.pombe, cdcl6 gene 2697 
Cytoskeleton 
actin microfilament assembly 921 





Subject index 


actin polymerization, F-actin capping protein, Dictyostelium 3763 
actin/fimbrin, a-factor endocytosis, yeast 2855 
GAP N-terminal region 3073 
Cytostatic factor 
cyclins, microtubule-dependent destruction 3773 
Cytotoxicity 
tumour necrosis factor, respiratory chain 3095 


DEAD box proteins 
E.coli DbpA, 23S RNA activation 3619 
Dedifferentiation 
Oct-3, embryogenesis, POU 4489 
Development 
Aspergillus nidulans, translational repression of briA prevents 
premature development 2449 
early, Xenopus, tRNA replicons 4511 
early vertebrate, mesoderm-inducing factors 4463 
mouse, insulin promoter factor 1 expression 4251 
mouse transcription enhancers 4657 
Otx genes, mouse brain 2735 
Oxytricha, transposition 4593 
Xenopus, mesoderm induction 4471 
Dictyostelium 
differentiation, activation of prespore and spore cell pathway by 
cAMP-dependent protein kinase 2459 
D. discoideum, heat shock proteins, actin polymerization, 
chaperones 3763 
G proteins, activation by receptor-stimulated nucleoside diphosphate 
kinase 2275 
Difference imaging 
adenovirus 2589 
Differentiation 
neuronal, RPTPa, pp60°*”* 3789 
Diffusion channels 
E.coli, FhuA gated pore 3007 
Dioxin receptor 
ligand—receptor interactions 4169 
Diptericin 
expression and role in immunity, Drosophila 1561 
Disulfide bonds 
amyloidotic polyneuropathy, transthyretin modifications, Met30 
mutation 743 
transthyretin Met30 variant, amyloidotic polyneuropathy 735 
DNA 
fragmentation, apoptosis, epithelial cells 3679 
hairpin structures, multistrands, non-B DNA structures, G-A base 
pairs 4029 
DNA-—RNA interaction 
DNA packaging, bacteriophage ¢/\ hybrid proheads 4453 
DNA bending 
Epstein—Barr virus, EBNAI protein—oriP binding 4933 
Escherichia coli, Lrp bends DNA and forms a nucleoprotein 
complex 2495 
FIS independent activation of tyrT transcription, Escherichia coli 
2483 
site-specific DNA inversion by Hin recombinase, invertasome 
assembly, HU protein 2503 
DNA binding 
c-cbl/v-cbl oncogenes 2017 
Drosophila zeste protein, multimerization 2075 
glucocorticoid receptor —negative glucocorticoid response element 
novel complex 145 
HAP2—HAP3, CCAAT box, S.cerevisiae 4647 
HMG domain, LEF-1, TCRa enhancer 4667 
I-TevI endonuclease —td intron homing site 2141 
Myb, redox regulation 4625 
p53, conformational shift, oligomerization 5057 
p53, oligomerization 2789 
p53 2799 
PMLRAR homodimers, acute promyelocytic leukaemia 3171 
retinoic acid receptor/retinoid X receptor/thyroid hormone receptor 
dimers 5029 
transcription regulation, homeobox genes, LIM domains 4243 
DNA binding proteins 
Brachyury, embryogenesis 3211 
doublesex zinc finger related, Drosophila melanogaster sex 
determination 527 


5324 


GATA-1, zinc finger proteins 4993 
GTX, novel homeobox gene, repressor activity for MEF-2, 
competition with RSRF 1387 
HMGI1 B-domain, structure 1311 
p53, conformation shifts 1021 
pea plastid envelope, chloroplast DNA 555 
signal transduction, Calothrix chromatic adaptation 997 
TATA binding protein—Tax1 transactivator interaction 4269 
DNA curvature 
DNA supercoiling, dynamics, Monte Carlo simulations 4407 
DNA methylation 
human Alu sequences 1141 
mouse imprinted genes 3669 
type I restriction, transposition mutagenesis 4587 
DNA polymerase a 
human, DNA replication 4555 
DNA polymerase I 
Escherichia coli, reverse transcriptase 387 
DNA polymerization 
termination sites 4975 
DNA recognition helices 
transcription factors, Ets/Myc/TEA, homeodomains 3221 
DNA repair 
PARP, DNA binding 2109 
recA protein 9 
RecG protein 17 
DNA replication 
DNA polymerase a, SV40 4555 
Epstein—Barr virus, oriP—EBNAI protein binding 4933 
Epstein-Barr virus, transcriptional activator BZLF1 3921 
pT181 plasmids 45 
rolling-circle, wheat dwarf virus, initiation sequence 4445 
SOS response, D-loops, RecBCD 3287 
Trypanosoma brucei, ARS elements 2529 
DNA supercoiling 
absence, Crithidia fasciculata kinetoplast DNA minicircles 403 
Drosophila heat shock genes 1067 
dynamics, DNA curvature 4407 
enhancer independent recombination, Gin mutants 1047 
H-NS, transcription regulation 1039 
DNA topology 
type II topoisomerase cleavage site requirements 2085 
DNA viruses 
African swine fever virus, polyprotein processing 2977 
DNase 
role in programmed cell death 371 
Drosophila 
achaete, expression and role 1121 
achaete —scute complex, asense gene 2049 
Antennapedia, transcriptional repression 1099 
bithorax complex, domain boundaries 1087 
brahma gene, human homologue 4279 
dorsal, transcriptional regulation, corepressors, silencers 3193 
dorsal corepressors, silencers 3201 
embryogenesis, expression of HNF-4 homologue, mouse 
transcription factor 537 
embryogenesis, gooseberry 4499 
Engrailed protein, functional domains 2723 
fushi tarazu, autoregulatory enhancer 1111 
G,—M transition, cyclins 65 
heat shock genes, DNA supercoiling 1067 
histidine decarboxylase gene, mutants 911 
homeotic genes, silencers in Abdominal-B 1415 
immunity and role of diptericin expression 1561 
maternal cyclin B RNA, translation repression/localization 1219 
neuralized encodes a C3HC, zinc finger, neurogenesis 2411 
segment-polarity stripe formation genes gooseberry/wingless, 
transcriptional regulation 1427 
seven-up, functional conservation, neurogenesis/eye development 
1403 
TATA binding proteins associated factors, protein—protein 
interactions 5301 
transcriptional enhancer factors, functional analysis of TEF-1 and 
its homologue scalloped 2337 
tube protein, domain mapping, structure —function 3449 
Ubx, autoregulatory response, wingless and decapentaplegic 
extracellular signals 2419 





wingless, porcupine 5291 
Z-disc, large modular protein, kettin 2863 
Zeste, suppressors of Zeste, Polycomb, chromosome binding sites 
1513 
Zeste—white interaction, hyperaggregation 2061 
zeste protein, multimerization, DNA binding 2075 

Drosophila melanogaster 
cellularization, cell cycle, serine/threonine phosphatase 4833 
Dfur! furin-like proteins, diversity, alternative splicing 1853 
doublesex zinc finger related DNA binding domain, sex 
determination 527 
white gene expression, suppressor of Hairy-wing, position-effects 
435 
zeste-white 3 mammalian homologue, glycogen synthase kinase-3 
803 

Drug design 
human IL-4 functional sites 5119 


EcoRil 
methylase, autogenous regulation, 5-azacytidine effects 4297 
EMBO Council 
address, new Director General 2587 
EMBO Medal 
review 4463 
Embryogenesis 
Drosophila denticle formation 4499 
expression of mouse HNF-4 transcription factor in Drosophila 537 
imprinted genes, DNA methylation, mouse 3669 
mesoderm formation, Brachyury, DNA binding proteins 3211 
Oct-3, dedifferentiation, POU 4489 
sea urchin gene expression pattern 87 
Xenopus laevis FGF3 4159 
Embryonic development 
Drosophila, tube protein, domain mapping 3449 
human late gastrulation, hoxd-]] gene regulation 3539 
Endocytosis 
human transferrin receptor, basolateral sorting in MDCK cells 
1713 
internalization, actin/fimbrin, yeast 2855 


secretion, SCAMPs, cell surface recycling 3753 
VIP21 location and sequence, functional relationship VIP21 and 
caveolae 1597 

Endonuclease 


EcoRV, crystal structure, complex with DNA 1781 
I-Scel, site recognition and cleavage 2939 
Endonucleolytic cleavage 
I-TevI—td intron homing site interaction 2141 
apoptosis, epithelial cells 3679 
Endoplasmic reticulum 
aspartylglucosaminidase 295 
intracellular transport, KDEL receptor, mutational analysis 2821 
intracellular transport, S.cerevisiae TIP] gene 2831 
Saccharomyces cerevisiae, ATP transporter is required for protein 
translocation 659 
secretion/degradation, IgM, cathepsin D 4755 
SSSI gene, yeast 4083 
vesicle budding, Secl3p complex 4073 
Endosperm box 
in vivo footprinting, regulation of expression of glutenin in wheat 545 
Enhancers 
adenovirus E1A, regulation, ¢AP3 4985 
BRE enhancer, Ubx, homeotic domain 3865 
role 1131 
Eosinophils 
compound exocytosis/cumulative fusion, capacitance measurements 
1811 
Epidermal growth factor receptor 
RTKs, eps8 3799 
Epidermis 
transgenic mouse, keratinocyte differentiation 2635 
Epstein-Barr virus 
DNA replication, transcriptional activator BZLF1 3921 
latent infection, EBNA1 protein—oriP binding, DNA distortion 
4933 
latent membrane protein 2A, signalling motifs 5103 
c-erbB-2 
overexpression, OB2-1 requirement, transcription factors 2369 


Subject index 


ERCC proteins 
ERCC1, nucleotide excision repair defects, co-correction 3685 
ERCC4 nucleotide excision repair defects, co-correction 3685 
nucleotide excision repair, repair complex 3693 
Erwinia carotovora 
exoenzymes, production/regulation 2477 
virulence factors, control of virulence and exoenzyme production 
2467 
Erythrocytes 
anion transport, structure of Band 3 membrane domain 2233 
Erythroid differentiation 
v-erbA heterodimerization, RAR-B, receptor regulation 1343 
Erythroid progenitor 
chicken, self-renewa!, hormone regulation 951 
Escherichia coli 
bacterial interspersed mosaic elements, integration host factor 
binding 5019 
cell cycle, fisZ transcription 3957 
DbpA, DEAD box proteins 23S RNA activation 3619 
differential sensory responses, mutational analysis 1897 
DNA bending, nucleoprotein structure 2495 
DNA polymerase I, reverse transcriptase 387 
Dnak, DnaJ, GrpE, heat stress damage repair 4137 
FhuA gated pore, outer membrane proteins 3007 
FIS independent activation of tyrT transcription, RNA stability 
2483 
membrane proteins, assembly, chain length, SecA and SecY 
683 
membrane proteins, novel factor 3409 
modulation of afp operon, H*-ATPase activation, oxidative 
phosphorylation 1277 
nucleoid protein H-NS, transcription regulation 1039 
pilus assembly, role of PapF and PapK 837 
priA mutants, export of signal sequence-lacking proteins 879 
protein secretion 271 
protein translocation 243, 255, 265 
recA protein 9 
RecG protein 17 
regulation of ribosome modulation factor, stationary phase 
625 
ribosome E site topography, azidoadenosine-containing tRNA 
derivatives 617 
tRNA synthetase, evolution, ‘minimal’ GinRS 5199 
rm operons, feedback inhibition 4305 
SecY, priA suppressor mutations 3391 
translation initiation, rRNA central pseudoknots 3987 
tRNAP, variant selection 2959 
yeast hybrid ribosomes, replacement of protein L11 binding site 
1499 
Etioplast 
RNA polymerase, phosphorylation 1745 
Evolution 
conservation, TATA binding proteins associated factors 5301 
MHC, Xenopus, non-classical class I genes 4385 
Ewing’s sarcoma 
EWS—FLI-1 fusion proteins, ERG 4481 
Exocytosis 
Ca?*-dependent, protein kinase A, cyclic AMP, chromaffin cells 
3747 
calcium, capacitance measurement, patch—clamp analysis 
3017 
eosinophils, compound exocytosis/cumulative fusion, capacitance 
measurements 1811 
insulin-secreting cells, N-formylmethionine-leucy]-phenylalanine 
receptor interactions 2671 
membrane fusion, calmodulin, Paramecium 3385 
rat pituitary cells, millisecond studies 303 
synaptic membranes, HPC-1/syntaxin, C. botulinum neurotoxins 
4821 
3’—5’ exonuclease 
mismatch correction, Saccharomyces cerevisiae, DNA replication 
pathway correcting errors 1467 
Eye development 
seven-up related genes, functional conservation 1403 


Ferritin 
iron-induced synthesis in maize, role of abscisic acid 651 





Subject index 


Fertilization 
Xenopus, Mos 4021 
Fibroblast growth factors 
FGF receptor mutant, transgenic mouse epidermis 2635 
keratinocyte growth factor, in vivo effects 973 
Xenopus laevis FGF3 4159 
Fimbrin 
endocytosis, yeast 2855 
Flavoprotein 
luxF, crystal structure, Photobacterium leiognathi 1767 
N-formylmeihionine-leucyl-phenylalanine 
receptor interactions, insulin-secreting cells 2671 
c-fos 
transcriptional regulation, ternary complex factor, protein 
phosphatases 2377 
Frameshift mutations 
Complex I, mtDNA (0°) cells, cybrid 3043 
Furin-like proteins 
D.melanogaster Dfurl, diversity 1853 
fushi tarazu 
autoregulatory enhancer, deletion analysis 1111 


G proteins 
activation by receptor-stimulated nucleoside diphosphate kinase, 
Dictyostelium 2275 
activation, transducin Ta 4191 
coatomer, novel subunit, 8’COP 2841 
coatomer, p102 subunit 2847 
mAChR, signal transduction 3809 
phosphatidylinositol (3,4,5)-triphosphate, accumulation, regulation, 
phosphoinositide 3OH-kinase activation 2265 
G protein-coupled receptors 
role of conserved proline and tryptophan residues 331 
structure, rhodopsin, arrangement of helices 1693 
GAL4 
glucose repression, Saccharomyces cerevisiae 1375 
Gametogenesis 
imprinted genes, DNA methylation, mouse 3669 
GAP 
N-terminal region, cytoskeleton, cell adhesion 3073 
Geminivirus 
wheat dwarf virus, rolling-circle replication, initiation sequence 
4445 
Gene clusters 
Salmonella/Shigella virulence 3779 
Gene conversion 
hot-spots, ARG4 meiotic double-strand breaks, yeast 1459 
Gene expression 
cytoplasmic male sterility, rice mitochondrial genome, atp6 RNA 
processing 1437 
Drosophila melanogaster white, suppressor of Hairy-wing, position- 
effects 435 
enhancers, role, mouse 1131 
fisZ, E.coli cell cycle 3957 
glutenin in wheat storage proteins, endosperm box, in vivo 
footprinting 545 
Kriippel-like zinc finger gene, acute promyelocytic leukaemia 
1161 
mouse development, transcription enhancers 4657 
myxobacteria carotenoid synthesis gene, growth phase regulation, 
light activation 1265 
ribonucleotide reductase R1 subunit mRNA stability, phorbol esters 
3977 
sheep 76 T cell receptor, diversity/developmental regulation 
715 
transcription, chloroplasts and ribosome-deficient plastids, plastid 
RNA polymerase, barley/rye 563 
Ubx, homeotic domain, BRE enhancer 3865 
vasopressin in transgenic mice 2397 
Gene rearrangements 
immunoglobulins, transgenes, regulation 4617 
TCR@/a enhancers, V(D)J recombination control 4335 
Gene regulation 
A.nidulans yA by abaA 2039 
MerR, mercury-independent transcription, allosteric control 413 
P.aeruginosa amidase antitermination control 3637 
sporulation, Aspergillus nidulans, brlA locus 2439 


5326 


Gene targeting 
Ey enhancer, Jj, locus, rearrangement 4635 
intraepithelial lymphocytes, CD3-¢, TCR 4863 
Gene transfer 
viral integration, retroviruses 4969 
Genes 
Bradyrhizobium japonicum, tlpA 3373 
Drosophila histidine decarboxylase gene 911 
Saccharomyces cerevisiae, CLBS5 and CLB6, B-type cyclins 3437 
sugE, suppressor of groEL mutation, E.coli/K.pneumoniae 889 
Germinal centres 
human, B cell development 4955 
Germline transcription 
class switching, 12b mutation 3529 
B-globin 
5'HS2 constructs, transgene concatamers, locus control regions 127 
locus control region, DNase hypersensitive site 3 1077 
B-glucan 
synthesis, geranylgeranyltransferase I 8 subunit, S.pombe cwg2* 
gene 5243 
Glucocorticoid receptor 
negative glucocorticoid response element, novel complex 145 
Glucose repression 
Saccharomyces cerevisiae, GALA regulation 1375 
yeast novel gene NGG/ 5253 
Glucose sensitivity 
pancreas B-cells, metabolic basis 2873 
Glycerol transport 
vacuolar membrane proteins, characterization/expression, A.thaliana 
y-TIP, Xenopus 2241 
Glycogen synthase kinase-3 
tyrosine phosphorylation, D. melanogaster zeste-white 3 mammalian 
homologue 803 
Glycolytic genes 
transcriptional activation by GCR1, Saccharomyces cerevisiae 2431 
Glycoproteins 
glycosylphosphatidylinositol biosynthesis, trypanosomes 1907 
P-glycoprotein, pgp genes, Caenorhabditis elegans, intestinal 
localization 1615 
P-glycoprotein, Caenorhabditis elegans, intestinal localization 1615 
N-glycosylation 
N-oligosaccharyl transferase, Wbplp—Swplp complex, S. cerevisiae 
279 
Golgi 
associated particle, p102 subunit 2847 
ERD2 homologue, sphingomyelin synthase 4763 
intracellular transport, KDEL receptor, mutational analysis 2821 
intracellular transport, S.cerevisiae TIP] gene 2831 
S.cerevisiae, phosphatidylinositol transfer protein, SEC14 4775 
TGN, mannose 6-phosphate receptors, transport, ras-like GTPases, 
rab9 677 
TGN, protein sorting, DTT effects 2159 
TGN, role in intracellular traffic, VIP21 and caveolae, functional 
relationship 1597 
TGN38 targeting signal 2211 
yeast, protein retention, vacuolar proteases 3049 
yeast, secretory pathway, effect of brefeldin A 869 
Gram-positive bacteria 
protein sorting, cell wall anchoring 4803 
Granulocyte macrophage colony-stimulating factor 
c-fps/fes product, tyrosine phosphorylation and kinase activity 
induction 1641 
receptor, MAP kinase/tyrosine kinases, activation 1647 
receptor, signal transduction, 6 subunit analysis 4181 
signal transduction, human myeloid cells, PtdIns(3,4,5)P3 response 
2681 
GRB2 
IRS1/Shc binding 1929 
Growth control 
mdm2, p53 induction of expression 461 
Growth factor receptors 
c-Abl tyrosine kinase activation 2809 
p85 SH2 domain, phosphopeptide-induced structure change 795 
Growth factors 
ERK1/ERK2 Ras activation, Rap V12 effects 3475 
FGF receptor mutant, transgenic mouse epidermis 2635 
mouse c-mpl, signal transduction 2645 





signal transduction Ash/Grb-2 protein 3467 
TGF-61, expression in transgenic mice, mammary dysfunction 
1827 
GTPase 
activating proteins, inhibition by RhoGDI 1915 
activating proteins, neurofibromin, interaction with tubulin 1923 
nucleotide dissociation stimulator, ralGDS 339 
Rap V12, effects, Ras activation 3475 
rho family activating proteins, specificities 5149 
GTX 
novel homeobox gene, repressor activity for MEF-2, competition 
with RSRF 1387 
Guanine nucleotide exchange factors 
RhoGDI, inhibition of GTPase activating proteins 1915 
Guanylyl cyclase 
atrial natriuretic peptide natriuretic peptide receptor-A, hormonal 
induction 769 
Guard cells 
CO, sensor 897 


H*-ATPase 
activation, E.coli, modulation of atp operon, oxidative 
phosphorylation 1277 
Haemagglutinin 
intracellular transport, DTT effects 2151 
Haematopoiesis 
development, inhibition, vav 5065 
Haematopoietic growth factors 
mouse c-mpl, signal transduction 2645 
Haemolysis 
D-alloisoleucine, Bombina variegata 4829 
Halobacterium halobium 
bacteriorhodopsin, protein folding, loop variants 3399 
Halobacterium salinarium 
phototaxis, sensory rhodopsin I, methylation 2999 
Hansenula polymorpha 
peroxisome biogenesis, membrane proteins 4785 
Heat shock 
genes, transcriptional regulation, nucleosome-free regions 3931 
hsp 90, cancer immunity 3143 
proteins, activators, yeast 2007 
proteins, Dictyostelium discoideum, actin polymerization, 
chaperones 3763 
prtl, translation 3323 
S.cerevisiae, stress control, protein kinase A 1997 
Heat stress 
damage repair, E.coli 4137 
Helix —loop—helix proteins 
S.pombe MyoD homologue, encoded by esc/* 135 
Hepatitis B virus 
duck, replication/gene expression, in vivo inhibition by antisense 
oligodeoxynucleotides 1257 
Hepatocyte nuclear factor 
HNF1 homeoprotein family, positive/negative transcription factors 
4229 
Herpesvirus 
lymphoma cells, transformation, Marek’s disease virus 3277 
Heterochromatin 
position-effects, Drosophila melanogaster white gene expression, 
suppressor of Hairy-wing 435 
Heterodimerization 
retinoic acid receptors, autonomous transactivation functions 2349 
Histone H1 
chromatin opening and closing mechanism, scaffold-associated 
regions 115 
HMG-I/Y, SAR, chromatin 3237 
kinase, activation, tyrosine phosphorylation 323 
HIV 
integrase, complementation, transposition 3261 
integrase, multimeric complexes, recombination 3269 
promoter activation, NF-xB, neurons 4261 
transcription inhibition, anti-CD4 antibody 4909 
HIV-1 
LTR, NF-xB—Sp1 interactions 3551 
Nef gene, CD4 cell surface down-regulation 4923 
poly(A) site occlusion, Tat 2119 
promoter, chromatin, transcriptional activation, latency 3249 


Subject index 


T cell activation and development in transgenic mice expressing 
HIV-1 nef, CD4 703 
HMG box 
HMGI1 B-domain, DNA binding motif, structure, NMR 1311 
Sox-4, SRY-like protein, transactivation, T cell differentiation 
3847 
Homeotic genes 
GTX, repressor activity for MEF-2, competition with RSRF 1387 
hoxd-11, gene regulation 3539 
Hox-24, immortalization, interleukin-3 3835 
insulin promoter factor 1, transactivation 4251 
LIM domains, transcription regulation 4243 
Otxl and Otx2, mouse 2735 
Homeodomain 
Athb HD—Zip motif, Arabidopsis, DNA binding specificity 3507 
Drosophila Engrailed protein, functional domains 2723 
rat liver LFB1/HNF1, non-classical homeodomain 1805 
rat liver LFB1/HNF1 195—286 fragment 1797 
Ubx, BRE enhancer, gene expression 3865 
Homeotic genes 
Drosophila, chromatin assembly, chromosome binding sites 1513 
Drosophiia, transcriptional regulation, silencers in Abdominal-B 
1415 
Ubx autoregulatory response, wingless and decapentaplegic 
extracellular signals, Drosophila 2419 
Honeybee 
role of apidaecin in induction of immune response 1569 
Hormone receptors 
interaction with Spi-1/PU.1 5089 
Host — parasite interaction 
sporozoite invasion, thrombospondin related anonymous protein 
2881 
HPV-16 
E6, immortalization, mammary epithelial cells, p53 degradation 
1847 
HTLV-I 
LTR, synergistic transcriptional activation, Spl and Ets1 1169 
Tax1 transactivator—TATA binding protein interaction 4269 
Human genome 
human Alu sequences, DNA methylation 1141 


I-cell disease 
mannose 6-phosphate receptor lysosome protein sorting 527 
IxB proteins 
NF-xB precursor p105/Bcl-3, nuclear translocation control 213 
nuclear translocation, inhibition of nuclear uptake, NF-xB subunits 
201 
Igx locus 
c-myc, transcriptional activation/dysregulation 3913 
IgE receptors 
multiubiquitination/deubiquitination, receptor signalling, cell surface 
control 779 
IL-6 
extracellular region, structure—function, signal transduction 1705 
Image processing 
difference imaging, adenovirus 2589 
yeast, RNA polymerase I 2601 
Immortalization 
myeloid leukaemia, Hox-24, interleukin-3 3835 
Immunity 
Drosophila, diptericin expression 1561 
Immunoglobulin genes 
x chain gene rearrangements, \ chain expression 811 
B cell differentiation, V-region selection 1819 
class switching, IgG2b, regulation 3529 
Igx and Ig\ rearrangement, deletion of immunoglobulin gene 
enhancer, B cells development 2329 
light chain gene rearrangement, x chain mutants, ) chain 
expression 821 
POU homeodomain-specific transcription factors, Oct-2 2763 
V rearrangements, B cell development 4955 
V(D)J recombination, B cells lacking immunoglobulin heavy chain 
intron enhancer 2321 
Immunoglobulins 
idiotype, clonal deletion of thymocytes 357 
IgM, cathepsin D, endoplasmic reticulum secretion 4755 
transgenes, gene rearrangements, regulation 4617 





Subject index 


Immunoresistance 
N. gonorrhoeae, LPS phase variation 4043 
Inflammation 
porcine endothelial cells, IxBa gene regulation 2773 
Initiator elements 
stimulation of transcription through HIV-1 and Ad-ML promoters 
by USF 501 
Insect immunity 
Drosophila, diptericin expression 1561 
honeybee, apidaecin, induction of immune response 1569 
Insulin gene 
insulin promoter factor 1, transactivation 4251 
Integrase 
HIV, complementation, transposition 3261 
HIV, multimeric complexes, recombination 3269 
mutants, attL complex, intasomes 4577 
site-specific recombination, synapsis 4567 
Integration host factor 
bacterial interspersed mosaic elements, interaction 5019 
Integrins 
a11 integrin recognition site, collagen type IV 4795 
B,, bacterial adherence/internalization, S.aureus 1887 
phosphotyrosine phosphatase, calpain 4843 
Interferons 
2-5A RNase, ankyrin 3297 
IFN-a/IFN-y, signal transduction, interferon-stimulated gene 
factor 3 4221 
interferon-8 promoter, position-independent silencer, NF-xB site 451 
Interleukins 
human IL-4, functional sites 5119 
IL-2, production, T-cells, Raf-1 4367 
IL-3, c-fps/fes product, tyrosine phosphorylation and kinase activity 
induction 1641 
IL-13 and IL-4 receptors, shared subunit 2663 
mouse IL-2, structure —function/receptor binding 5111 
Intracellular transport 
DTT effects 2151 
endoplasmic reticulum, vesicle budding, Secl3p complex 4073 
ER to Golgi, S.cerevisiae TIP] gene 2831 
KDEL receptor, mutational analysis 2821 
protein sorting, secretory proteins, chromogranin B 2159 
protein sorting, TGN38 targeting signal 2211 
Introns 
intron—exon junctions, I-Scel, cleavage 2939 
Iron regulatory factor 
activation, nitric oxide biosynthesis 3643 
c-jun 
MHC class I gene expression, AP-1 3163 
transcription induction, adenovirus El1A, ATF-2 479 
UV effects 1005 


Keratinocyte differentiation 

mouse, fibroblast growth factors 2635 
Keratinocyte growth factor 

in vivo effects, mesenchymal —epithelial interactions, mice 973 
Kettin 

large modular protein, Z-disc, insect flight muscle 2863 
Killer cells 

cytotoxicity, antibody engineering 4375 
Kinetoplast DNA 

Crithidia fasciculata, absence of supercoiling 403 
Klebsiella pneumoniae 

sugE, suppressor of groEL mutation 889 


zinc finger proteins, expression in human T lymphoid cells, 
alternative splicing 1363 


Lac repressor 
leucine heptad repeats, four-helical bundles, antiparallel association 
3227 

B-lactam 
production, Nocardia lactamdurans, cephamycin, biosynthetic gene 
cluster 631 

Lactation 
mammary dysfunction, TGF-G1 1827 

Laminins 
EGF-like motif, nidogen binding 1879 


5328 


Lamins 
A and C, chromosome binding 4413 
B;, cDNA cloning and expression 97 
Leucine heptad repeats 
Lac repressor, four-helical bundles, antiparallel association 3227 
Leucine zippers 
Athb HD—Zip motif, Arabidopsis, DNA binding specificity 3507 
DNA recognition helices, transcription factors, Ets/Myc/TEA 
3221 
K.lactis heat shock factor 2007 
NF-xB p65 Rel homology domain, Fos/Jun 3879 
Leukaemia inhibitory factor 
receptor —ligand interactions, structure —function interspecies 
chimeras 3487 
Ligand—receptor interaction 
dioxin receptor 4169 
Limulus 
endotoxin-neutralizing protein, crystal structure 3351 
Lipid second messengers 
diacylglycerol attenuation, transphosphatidylation, phospholipase D 
2655 
Lipopolysaccharide 
Limulus endotoxin-neutralizing protein, crystal structure 3351 
phase variation, N. gonorrhoeae 4043 
Luciferase 
similarity to flavoprotein /uxF 1767 
Lymphocyte activation 
EBV LMP2A/BLV gp30 signalling motifs 5103 
Lymphoma cells 
herpesvirus-transformed, Marek’s disease virus 3277 
Lysosomal acid phosphatase 
basolateral sorting signal, internalization 2181 
Lysosomal proteins 
aspartylglucosaminidase, processing 295 
missorting, CD-MPR deficient mice 5223 
sorting/misrouting, MPR46 deficient mice 5217 
sorting, MPR46-deficient mice 5275 
Lysosomal targeting 
cathepsin D crystal structure, active site 1293 


Maize 
ferritin, iron-induced synthesis, role of abscisic acid 651 
greening, light-inducible gene expression, protein phosphatase 
3497 
Major histocompatibility complex 
class I, cancer immunity, chaperones, hsp 90 3143 
class I antigens, adenovirus, protein E3/19K, chaperones 
3153 
class I gene expression, c-jun, AP-1 3163 
class I gene expression, role of NF-xB p50 subunit/suppression by 
N-myc 195 
MHC class II-deficient combined immunodeficiency, promoter 
accessibility 187 
non-classical class I genes, Xenopus 4385 
Malaria 
Plasmodium falciparum major surface protein MSP-1 1607 
Mammary epithelial cells 
papillomavirus E6 immortalization, p53 degradation 1847 
Mannose 6-phosphate 
cation dependent receptor, targeted disruption 5223 
MPR46 deficient mice, targeted disruption 5217 
receptor, MPR46-deficient mice, lysosome protein sorting 5275 
MAP kinase 
activation, GM-CSF receptor 1647 
ERK1/ERK2, Ras activation, Rap V12 effects 3475 
ternary complex factors, Elk-1, activation 5097 
MAP kinase kinase 
cDNA cloning/expression, MAP kinase activator, yeast 787 
Marek’s disease virus 
herpesvirus-transformed lymphoma cells 3277 
Max 
transcription activation with Myc 5075 
MDCK cells 
basolateral sorting, endocytosis, human transferrin receptor 
1713 
mdm2 
p53 induction of expression 461 





Mechano-transcription coupling 
cell stretch of cardiac myocytes, signal transduction 1681 
Meiosis 
mouse spermatocytes, lamin B; 97 
Membrane fusion 
Semliki Forest virus —cholesterol-containing unilamellar, kinetic 
analysis 693 
Membrane glycoproteins 
lysosomal acid phosphatase, basolateral sorting signal/internalization 
2181 
Membrane interactions 
adaptor interactions, clathrin-coated pits 2169 
Membrane proteins 
bacteriorhodopsin, loop variants 3399 
Bradyrhizobium japonicum TIpA, novel thioredoxin-like protein 
3373 
E.coli, assembly chain length, SecA and SecY 683 
E.coli, novel factor 3409 
E.coli FhuA, gated pore 3007 
vacuolar, A. thaliana, y-TIP, characterization/expression, Xenopus 
2241 
yeast, syntaxins, Ssolp, Sso2p 4095 
Membrane transport 
clathrin associated protein complexes 81, 62 subunits 5235 
Membrane transporters 
inner mitochondrial membrane, uncoupling protein, brown adipose 
tissue 3739 
Mercury resistance 
allosteric control of MerR, mercury resistance mutants 413 
Mesoderm 
early vertebrate development, mesoderm-inducing factors 4463 
induction, Xenopus development 4471 
Metalloproteinase 
adamalysin II, snake venom, structure 4145 
Metallothionein-I gene 
promoter activation, MTF-1, mouse 1355 
Metastasis 
adenovirus E1A second exon 469 
Methionine biosynthesis 
phosphatases 3105 
8-methoxypsoralen 
mutationa! specificity, UVA adenine phosphoribosyltransferase 
locus 397 
Methylation 
phototaxis, sensory rhodopsin I 2999 
Microfilament assembly 
role of GTP binding protein rho 921 
Microtubule-associated proteins 
casein kinase II depletion by antisense oligonucleotide, 
neuritogenesis 1633 
Microtubules 
plant —fungus interactions, structural rearrangements 1735 
tubulin—neurofibromin interaction 1923 
Mismatch correction 
3’—5’ exonuclease, Saccharomyces cerevisiae, DNA replication 
pathway correcting errors 1467 
Mitochondria 
bovine heart, F,-ATPase, structure 1775 
cytochrome b, sorting signal, mitochondrial intermembrane space 
2303 
inner mitochondrial membrane, membrane transporters, uncoupling 
protein, brown adipose tissue 3739 
mitochondrial protein import factor, rat liver cytosol 1579 
outer membrane proteins, protein translocation, ISP6 and ISP42 
3023 
protein import, receptor co-operation, Neurospora crassa 4115 
submitochondrial vesicles, inner membrane proteins, protein 
translocation 3035 
targeting cytochrome b, into mitochondrial membrane space 2295 
Mitochondrial DNA 
frameshift mutations, Complex I, mtDNA (@°) cells 3043 
rice, atp6 RNA processing, cytoplasmic male sterility 1437 
Mitogenicity 
kit/SCF receptor phosphorylation, effects 4199 
Mitosis 
S.pombe, cdc16 gene 2697 
virus integration, MLV 2099 


Subject index 


Moloney murine leukaemia virus 
reverse transcriptase mutants, complementation 4433 
Mos 
proteolysis, N-end rule, Xenopus fertilization 4021 
Mosquito 
A. gambiae, trypsin genes, blood meal induction 2891 
Mouse 
Brachyury, DNA binding proteins, embryogenesis 3211 
spermatocytes, lamin B; 97 
Mouse mammary tumor virus 
novel provirus, superantigen-like properties, reticulum cell sarcoma 
cells 2313 
Multidrug resistance 
pgp genes, Caenorhabditis elegans, intestinal localization 1615 
Muscarinic acetylcholine receptor 
G proteins, signal transduction 3809 
Mutation reversion 
hairpin II structural element, conservation, potato spindle tuber 
viroid 2129 
Myb 
transformation specificity, transactivation domain, transcriptional 
regulation, VP16 1333 
Myc 
Max dimerization, cell cycle, apoptosis 5083 
transcription activation with Max 5075 
c-myc 
transcriptional activation/dysregulation, Igx locus 3913 
Myeloid leukaemia 
immortalization, Hox-24, interleukin-3 3835 
Myogenic factors 
Spl and GBF, muscle-specific transcription of acetylcholine 
receptor a-subunit gene 443 
Myosin 
light chains, regulation, actomyosin interaction 4577 
Myxobacteria 
carotenoid synthesis gene, growth phase regulation, light activation 
1265 


Na*/H* antiport 
NHE-1 isoform, localization, pH regulation 5207 
NADH dehydrogenase 
Complex I, mtDNA (@°) cells, frameshift mutations 3043 
Natriuretic peptide receptor-A 
hormonal induction, guanylyl cyclase 769 
Neisseria gonorrhoeae 
LPS phase variation 4043 
Opa proteins enable phagocytosis, cellular invasion, cell tropism 
641 
Nerve growth factor 
receptor Trk—substrate interaction 933 
Neural differentiation 
Drosophila, asense gene 2049 
Neuritogenesis 
casein kinase II depletion by antisense oligonucleotide 1633 
Neurofibromin 
interaction with tubulin 1923 
Neurogenesis 
Drosophila achaete, expression and role 1121 
Drosophila neuralized encodes a C;HC, zinc finger 2411 
seven-up related genes, functional conservation 1403 
Neuronal gene regulation 
neuron-specific expression vasopressin, transgenic mice 2397 
Neurons 
HIV promoter activation 4261 
rat brain, serotonin receptor regulation 903 
Neurospora crassa 
mitochondria protein import, receptor co-operation 4115 
Neurotoxins 
C. botulinum, HPC-1/syntaxin, synaptic membranes 4821 
tetanus toxin, cytoskeleton/spermatogenesis effects 3365 
Neurotrophins 
binding site to Trk receptors, tyrosine phosphorylation 
2281 
neurotrophin-3, trkC, tyrosine kinase receptors 3083 
NF-xB 
IxBa, regulatory complexes, c-rel 4685 





Subject index 


interferon-8 promoter, position-independent silencer 451 
p50 subunit, down-regulation by N-myc 195 
p65 Rel homology domain, Fos/Jun 3879 
transactivation, Bcl-3, p50 homodimers 3893 
Nitric oxide 
biosynthesis, iron regulatory factor activation, macrophages 3643 
NO-synthase, translational regulation, iron responsive elements 
3651 
Nitrogen fixation genes 
Bradyrhizobium japonicum, groESL gene family 2901 
NMR studies 
rat liver LFB1/HNF1 195-286 fragment 1797 
Nocardia lactamdurans 
cephamycin resistance, biosynthetic gene cluster, 6-lactam 
production 631 
Nodule development 
soybean, peribacteroid membrane biogenesis 4125 
Nuclear localization 
c-cbl/v-cbl oncogenes 2017 
Nuclear location signal 
U snRNPs nucleo-cytoplasmic transport, Sm core, m3G cap 573 
Nuclear membrane 
nucleoporins, nuclear pore complex 3061 
Nuclear translocation 
inhibition of nuclear uptake, IxB proteins 201 
NF-xB, control by IxB proteins 213 
mRNA export, Saccharomyces cerevisiae 233 
Nucleoporins 
yeast, nuclear pore complex 3061 
Nucleoprotein structure 
Escherichia coli, DNA bending 2495 
Nucleoside diphosphate kinase 
G proteins activation, Dictyostelium 2275 
Nucleosome 
chromatin, HIV-1 promoter 3249 
chromatin transitions, transcription 4605 
formation, Xenopus, transcription of vitellogenin B1 gene promoter 
423 
replication forks, chromatin 4533 
Saccharomyces cerevisiae heat shock genes, nucleosome-free 
regions, transcriptional regulation 3931 
Nucleotide dissociation 
stimulator, ras-related 339 
Nucleotide excision repair 
ERCC1/ERCC4/XP-F defects, co-correction 3685 
repair complex, ERCC proteins/XP-F, in vitro complementation 
3693 
Nucleus 


Ca** gradients, aequorin/fura-2 4813 


Octamer factor 
Oct-2 157, 2763 
Oestrogen receptor 
transcriptional activation function, ligand-dependent phosphorylation 
1153 
Oncogenes 
c-cbl/v-cbl, DNA binding/nuclear localization/transformation 2017 
c-jun, MHC class I gene expression, AP-1 3163 
Jun, AP-1 regulation 3559 
Myb, DNA binding, redox regulation 4625 
Myb transactivation domain, transcriptional regulation VP16 1333 
Myc—Max dimerization, cell cycle 5083 
Neu differentiation factor, ligand—receptor interaction 961 
Ras activation, ERK1/ERK2 3475 
v-erbA heterodimerization, RAR-8, receptor regulation 1343 
v-myb, chicken mim-1 gene regulation 2027 
Oncoproteins 
Bcl-3, NF-xB transactivation, p50 homodimers 3893 
Bcl-3, NF-xB nuclear translocation control 213 
Bcr-Abl/c-Abl, role of actin binding, pathogenicity 1533 
c-fps/fes product, tyrosine phosphorylation and kinase activity, 
GM-CSF induction 1641 
c-mos, MAP/MPF protein kinases activation 1979 
OB2-1 requirement, c-erbB-2 overexpression 2369 
Ras, neurofibromin—tubulin interaction 1923 
ras signalling, insulin control 1929 
role of bcl-2 in programmed cell death of B lymphoma cells 1555 


5330 


transcriptional activation, GM-CSF receptor 4181 
vav, haematopoiesis development inhibition 5065 
Ontogeny 
sheep 76 T cell receptor, diversity/developmental regulation, y/5 T 
cells 715 
Oxidative phosphorylation 
E.coli, H*-ATPase activation, modulation of atp operon, ATP 
synthase 1277 
Oxytricha 
development, transposition 4593 


p53 
complementary single-stranded nucleic acids, DNA and RNA 
annealing 2389 
DNA binding, conformational shift, oligomerization 5057 
tumor suppressor, mdm2 induction of expression 461 
ps6 
control of thymocyte development, /ckR273 transgene expression 
1671 
IL-2-induced activation, IL-2R6 requirement 759 
Palmitoylation 
B>-adrenergic receptors 349 
Pancreas 
B-cells, glucose sensitivity, heterogeneity, metabolic basis 2873 
Papillomavirus 
HPV-16, mammary epithelial cells 1847 
Paracentrotus 
see sea urchin 87 
Paramecium 
exocytosis, membrane fusion, calmodulin 3385 
Pararetroviruses 
caulimovirus transactivator, translational control, RNA binding 
3305 
Pathogenicity 
Erwinia carotovora, control of virulence and exoenzyme production 
2467 
N. gonorrhoeae, LPS phase variation 4043 
S.typhimurium, melittin/protamine resistance 4053 
Pax 
oncogenic potential, tumorigenesis 2361 
PDGF £-receptor 
autophosphorylation sites, involvement with Src tyrosine kinases 
2257 
Pea 
characterization of plastid envelope DNA binding protein, 
chloroplast DNA 555 
rRNA genes, replication origin, conserved features 1475 
Penicillin biosynthesis 
Aspergillus nidulans, pH and transcriptional regulation 3947 
Peptide transfer 
chaperones, MHC class I antigens 3153 
Periplasmic binding proteins 
chemoreceptors, E.coli, differential sensory responses 1897 
Peroxisome 
biogenesis, membrane proteins, H.polymorpha 4785 
membrane proteins, Hansenula polymorpha peroxisome-deficient 
mutants 2205 
pH regulation 
Na*/H?* antiport, NHE-1 isoform, localization 5207 
Phage replication 
P4 q protein, replication initiator protein 3703 
Phage structure 
portal protein symmetry, bacteriophage SPP1 1303 
Phagocytosis 
Neisseria gonorrhoeae Opa proteins, cellular invasion, cell tropism 641 
Pheromones 
signal amplification, Volvox 831 
Phosphatase 
calcineurin, yeast, salt stress 4063 
phosphotyrosine, calpain 4843 
serine/threonine, PPV, D. melanogaster 4833 
yeast, salt tolerance, methionine biosynthesis 3105 
Phosphatidylinositol 
(3,4,5)-triphosphate, accumulation, G proteins regulation, human 
myeloid-derived cells 2265 
Phosphatidylinositol 3'-kinase 
p145°*, multimeric signalling complexes 3817 





Phosphoinositide 30H-kinase 
activation, G protein-regulated accumulation of phosphatidylinositol 
(3,4,5)-triphosphate 2265 
Phospholipase D 
diacylglycerol attenuation, transphosphatidylation 2655 
Phospholipids 
phosphatidylinositol transfer protein, Golgi, SEC14 4775 
Phosphorylation 
B>-adrenergic receptors 349 
cde25-C, by cde2—cyclin B 53 
human oestrogen receptor, transcriptional activation function 1153 
photosystem II core proteins, thylakoid protein phosphatase 4857 
PTBIB, in vivo 1937 
SV40 large T antigen, RNA splicing, transforming domains 4739 
tyrosyl, PTP-1B, calpain 4843 
Phosphotransferase 
mechanism 849 
Photobacterium leiognathi 
luxF flavoprotein, crystal structure 1767 
Photosystem I 
PSI-E subunit, ferredoxin reduction, Synechocystis 1755 
Photosystem II 
core proteins, thylakoid protein phosphatase 4857 
Phototaxis 
sensory rhodopsin I, methylation 2999 
Pilus assembly 
uropathogenic E.coli, role of PapF and PapK 837 
Plant — fungus interaction 
Phytophthora infestans —parsley, structural rearrangements 1735 
Plant pathogenecity 
hypovirulence-associated virus, chestnut blight fungus, 
Cryphonectria parasitica 2991 
potato spindle tuber viroid, mutation reversion 2129 
Plasma membrane 
anion channels, malate-induced feedback regulation 897 
Plasmid genes 
S.typhimurium, antimicrobial peptides resistance 4053 
Plasmids 
pT181, copy number—RepC protein production 3659 
replication, DnaA, RepA 4547 
replication, sequence recognition 45 
Plasmodium falciparum 
ERD2 homologue, sphingomyelin synthase 4763 
major surface protein, erythrocyte spectrin recognition site 1607 
sporozoite invasion, thrombospondin related anonymous protein 
2881 
Plastids 
barley, effect of methyl jasmonate on plastid gene expression and 
translational control 1505 
tobacco, translational control of psbA, D1 protein accumulation 
601 
Poliovirus 
RNA synthesis, initiation complex 3587 
Polyadenylation 
assembly of a processive mRNA polyadenylation complex, poly(A) 
polymerase 585 
regulation, U1A protein—U1A pre-mRNA complex 5189 
poly(A) tails, RNA recognition 4705 
Polypeptide chain release factor 
tryptophanyl-tRNA synthetase 4013 
Portal protein 
bacteriophage SPP1, symmetry 1303 
Position-effects 
heterochromatin, Drosophila melanogaster white gene expression, 
suppressor of Hairy-wing 435 
Potato virus X 
replicase, GDD motif mutation, virus resistance 379 
pp60rs’* 
RPTPa, neuronal differentiation 3789 
Preprotein translocase 
nearest neighbour analysis 255 
protein unfolding 243 
Programmed cell death, see Apoptosis 
Prolyl 4-hydroxylase 
cell-free synthesis and assembly 1587 
Prostatic acid phosphatase 
crystal structure, rat 2609 


Subject index 


Protease inhibitors 
protease-nexin I, seminal vesicle 1871 
Protein— DNA interaction 
binding specificity, Arabidopsis Athb HD—Zip motif 3507 
endonuclease EcoRV, crystal structure 1781 
Epstein—Barr virus, EBNA2 protein—7P/ promoter 167 
glucocorticoid receptor—negative glucocorticoid response element 
145 
I-TevI endonuclease —td intron homing site 2141 
P4 qa protein, replication initiator protein 3703 
p53, oligomerization 2789 
pT181 plasmids, replication 45 
RepA—DnaA, plasmids, replication 4547 
sequence recognition, bZip regions 1193 
Protein— protein interaction 
adenovirus E2F, with p107 and Rb 1013 
human fyn SH3 domain, crystal structure 2617 
mouse laminins EGF-like motif—nidogen 1879 
TATA binding proteins associated factors 5301 
Protein— RNA interaction 
UIA, structure—function 5189 
Protein biosynthesis 
tryptophanyl-tRNA synthetase, polypeptide chain release factor 
4013 
Protein conformation 
p53 1021 
Protein crystallography 
human fyn, SH3 domain 2617 
rat prostatic acid phosphatase 2609 
Protein engineering 
structure —function of 6 resolvase, site-specific 1447 
Protein folding 
bacteriorhodopsin, loop variants 3399 
membrane glycoproteins, DTT effects 2151 
novel oligosaccharide/oligonucleotide binding fold, in four proteins 
861 
unfolding, protein translocation 243 
Protein kinase A 
activation, serotonin receptor regulation, rat brain 903 
Ca**-dependent exocytosis, cyclic AMP 3747 
cAMP-dependent, catalytic subunit, crystal structure 849 
stress control, transcription activation, S.cerevisiae 1997 
Protein kinases 
CDC28/CLB2 kinase destruction, metaphase — anaphase transition, 
S. cerevisiae 1969 
cyclins, CAK 3123, 3133 
Drosophila shaggy, signal transduction 1657 
MAP/MPF, c-mos activation 1979 
PKC-like genes, S.pombe 1987 
protein—lipid kinase complex, protein sorting, yeast 2195 
Schizosaccharomyces pombe mc52 cyclin protean kinase activity, 
cskl 1723 
Protein phosphatase 
maize, light-inducible gene expression 3497 
Protein phosphatase X 
novel serine/threonine phosphatase, centrosome 987 
Protein phosphorylation 
casein kinase II depletion by antisense oligonucleotide, 
neuritogenesis 1633 
Protein retention 
Golgi apparatus, yeast 3049 
Protein secretion 
E.coli, periplasmic intermediate 271 
Protein sorting 
basolateral sorting signal, lysosomal acid phosphatase 2181 
chromogranin B, disulfide bond 2159 
lysosome, MPR46-deficient mice 5275 
surface proteins, cell wall anchoring, Gram-positive bacteria 4803 
TGN38 targeting signal 2211 
yeast lysosome-like vacuole, protein—lipid kinase complex 2195 
Protein splicing 
Saccharomyces cerevisiae TFP] intervening protein sequence, 
self-splicing 2575 
Protein structure 
Limulus endotoxin-neutralizing protein 3351 
membrane protein crystallization, structure of Band 3 membrane 
domain 2233 





Subject index 


P.aeruginosa alkaline protease 3357 
recA protein, inactive compact form 9 
Protein synthesis 
Candida albicans, non-standard translation, misreading, tRNA 
identity 607 
tRNA, alteration of CCA ends, codon—anticodon interactions 2559 
Protein targeting 
recognition of mitochondrial sorting signal, cytochrome b, 2295 
sorting signal for cytochrome b, to the mitochondrial 
intermembrane space 2303 
Protein translocation 
E.coli, membrane proteins, assembly chain length, SecA and SecY 683 
E.coli 243 
export of signal sequence-lacking proteins, E.coli 879 
inner membrane proteins, submitochondrial vesicles, yeast 3035 
machinery, novel factor, E.coli 3409 
membrane glycoproteins, DTT effects 2151 
mitochondria, outer membrane proteins, ISP6 and ISP42 3023 
non-clathrin coated vesicles, coatomer, novel subunit 2841 
Pax, oncogenic potential, tumorigenesis 2361 
preprotein translocase, nearest neighbour analysis, E.coli 255 
priA suppressor mutations, clustering, E.coli 3391 
Saccharomyces cerevisiae, endoplasmic reticulum, ATP transport 
659 
secretion/release, SecD protein, E.coli 265 
secretory proteins, yeast, SSS] gene 4083 
thylakoid membrane, multiple pathways 4104 
yeast, effect of brefeldin A 869 
Proteolysis 
Mos, Xenopus fertilization 4021 
Proto-oncogenes, see Oncoproteins 
Protocadherins 
CNS cadherin-related molecules, characterization 2249 
Proton transfer 
decoupling, bacteriorhodopsin 3721 
Pseudogenes 
generation in murine cells via retrotransposition, LINE elements 
1487 
Pseudomonas aeruginosa 
alkaline protease, 3D structure 3357 
amidase antitermination control, signal transduction 3637 
exoenzymes, production/regulation 2477 
Pseudomonas putida 
catechol 2,3-dioxygenase, enzyme reactivation, xylT, TOL plasmid 
3339 


rab9 
mannose 6-phosphate receptors, transport late endosomes —trans- 
Golgi network 677 
Rac proteins 
complex with RhoGDI 1915 
Raf-1 
T-cells, IL-2 production 4367 
ralGDS 
nucleotide dissociation stimulator 339 
Ras superfamily 
guanine nucleotide release protein, RNA processing 2929 
Ras-like GTPases 
rab9, mannose 6-phosphate receptors, transport trans-Golgi 
network —late endosomes 677 
Rat 
liver cytosol, mitochondrial protein import factor, purification 1579 
Rat pituitary cells 
exocytosis, millisecond studies 303 
Rearrangement 
Jy locus, Ey enhancer 4635 
Receptor —ligand interaction 
leukaemia inhibitory factor, interspecies chimeras 3487 
Receptor binding 
B, integrins, bacterial adherence 1887 
Receptor signalling 
cell surface control, multiubiquitination/deubiquitination, IgE 
receptors 779 
human IL-4 functional sites 5119 
Receptor tyrosine kinase 
Neu differentiation factor, ligand—receptor interaction, cell 
specificity 961 


5332 


Receptors 
glycine receptor channels, M2 segment, chloride channels 3729 
Trk, neurotrophins binding site, tyrosine phosphorylation 2281 
Recognition site 
a11 integrin, collagen type IV 4795 
Recombination 
enhancer independent, by Gin mutants 1047 
gene conversion hot-spots, ARG4 meiotic double-strand breaks, 
yeast 1459 
recA protein inactive compact form 9 
RecG protein, Holliday junctions, dissociation 17 
resection —annealing intermediates, Xenopus laevis oocytes 23 
site-specific, ~4 resolvase, structure—function 1447 
site-specific, integrase, synapsis 4567 
site-specific DNA inversion by Hin recombinase, DNA bending, 
invertasome assembly, HU protein 2503 
V(D)J recombination, B cells lacking immunoglobulin heavy chain 
intron enhancer 2321 
Redox regulation 
Myb, DNA binding 4625 
photosystem II core proteins, thylakoid protein phosphatase 4857 
Replicase 
potato virus X, GDD motif mutation, virus resistance 379 
Replication 
forks, nucleosomes, chromatin 4533 
plasmids, protein—DNA interactions 4547 
Replication origin 
pea, rRNA genes replication, conserved features 1475 
Saccharomyces cerevisiae, ARS elements 4521 
Resolvase 
75, site-specific recombination, structure—function 1447 
DNA replication, D-loops, SOS response 3287 
Respiratory chain 
tumour necrosis factor, NF-xB, interleukin-6 3095 
Restriction enzymes 
type I, DNA methylation, transposition mutagenesis 4587 
Reticulum cell sarcoma cells 
novel mouse mammary tumor virus provirus superantigen 
2313 
Retinal proteins 
bacteriorhodopsin, conformational changes 1 
Retinoic acid receptor 
a@ gene, gene expression, acute promyelocytic leukaemia 1161 
activation functions and heterodimerization, autonomous 
transactivation functions 2349 
acute promyelocytic leukaemia, PMLRAR homodimers 3171 
chimeric RA/thyroid hormone receptors 3459 
DNA binding 5029 
Retrotransposition 
pseudogenes, generation in murine cells, LINE elements 
1487 
Schizosaccharomyces pombe, Tfl 4885 
Retrotransposons 
activation and control during tissue culture of tobacco, reverse 
transcriptase 2521 
Retroviruses 
HIV-1, poly(A) site occlusion, Tat 2119 
human foamy provirus, pregenome splicing 4439 
MLV, virus integration, cell cycle 2099 
reverse transcriptase mutants, complementation 4433 
viral integration, post-replication host DNA 4969 
Reverse transcriptase 
Escherichia coli DNA polymerase I 387 
mutants, complementation 4433 
retrotransposons, activation and control during tissue culture of 
tobacco 2521 
Rho proteins 
complex with RhoGDI 1915 
Rhodobacter 
c-type cytochrome mutants, photosynthetic growth 1283 
Rhodopsin 
G protein-coupled receptors, structure prediction, arrangement of 
helices 1693 
Ribonucleases 
2-5A RNase, interferon, ankyrin 3297 
ribonuclease H, RNA splicing, alternative 5’ sites, Ul snRNPs, 
SF2/ASF 3607 





Ribonucleoproteins 
initiation complex, poliovirus RNA synthesis 3587 
U1 snRNPs, RNA splicing, alternative 5’ sites 3607 
Ribosomal proteins 
L6, Bacillus stearothermophilus, X-ray crystallography 4901 
Ribosome 
biogenesis, U3 snoRNP protein, SOF1 2549 
E.coli, E site topography, azidoadenosine-containing tRNA 
derivatives 617 
regulation of modulation factor, E.coli, stationary phase 625 
yeast — E.coli hybrid, replacement of protein L11 binding site 1499 
Ribozyme 
group I, RNA polymerization, bacteria 3599 
hairpin catalytic RNA, structure—function relationships in catalytic 
domain 2567 
RNA splicing, group I introns, methylation interference 4747 
Rice 
mitochondrial genome, atp6 RNA processing, cytoplasmic male 
sterility 1437 
RNA 
23S RNA, DbpA activation 3619 
secondary structures, DNA and RNA annealing, p53-catalysis 2389 
tobacco ringspot virus satellite RNA mutants 2969 
U-snRNAs, RCC/ gene-encoded, human 2913 
mRNA 
poly(A) polymerase, RNA recognition 4705 
stability, ribonucleotide reductase R1 subunit, phorbol esters 3977 
rRNA 
central pseudoknots, translation initiation 3987 
genes, replication, conserved features, replication origin 1475 
replicons, replication origins, Xenopus 4511 
ribosome biogenesis, US snoRNP protein, SOF1 2549 
rm operons, feedback inhibition, E.coli 4305 
tRNA 
alteration of CCA ends, codon—anticodon interactions, protein 
synthesis 2559 
identity nucleotides 2949 
modification, tRNA‘S*', identity elements 3333 
splicing, intron excision, pre-tRNA, endoribonuclease 4697 
tRNAP?® variant selection, E.coli 2959 
tryptophanyl-tRNA synthetase, polypeptide chain release factor 
4013 
RNA-— protein interaction 
DNA packaging, bacteriophage ¢/\ hybrid proheads 4453 
U1 and US snRNAs, Sm protein binding 223 
RNA binding 
ASF/SF2, RS domains 4727 
bacteriophage MS2 coat protein, replicase synthesis, translational 
repression 595 
caulimovirus transactivator, translational control 3305 
RNA editing 
barley/maize chloroplast 4291 
Crithidia fasciculata, characterization of guide RNA 1523 
RNA helicase 
elF-4A, translation initiation factors, STM] 4005 
TIF3, translation initiation factors 3997 
RNA interactions 
group II self-splicing intron boundaries 5171 
RNA polymerase 
chloroplast/etioplast, Sinapis alba L. 1745 
I, 3D model, image processing, yeast 2601 
I, core promoter recognition by xUBF, HMG box, Xenopus laevis 513 
II, HIV-1 poly(A) site occlusion 2119 
II, transcription reinitiation, elongation complexes, SII 4677 
Il/Il, Arabidopsis TATA binding proteins 3519 
l/l, TATA binding proteins 2749 
transcription focal sites 1059 
RNA polymerization 
bacteria, group I ribozyme 3599 
RNA processing 
assembly of a processive mRNA polyadenylation complex, poly(A) 
polymerase 585 
atp6, rice mitochondrial genome, cytoplasmic male sterility 1437 
guanine nucleotide release protein, yeast 2929 
RNA recognition motif 
SF2/ASF, RS domain, RNA—protein interactions, RNA splicing 
4715 


Subject index 


RNA splicing 
alternative, pre-mRNA, SF2/ASF 4715 
alternative, SV40 large T antigen, 17kT 4739 
alternative 5’ sites, ribonuclease H, U1 snRNPs 3607 
alternative splicing, HNF1 homeoprotein family 4229 
alternative splicing, Dfur], D.melanogaster 1853 
ASF/SF2, splicing repressors 4727 
intron excision, pre-tRNA, endoribonuclease 4697 
methylation interference, group I introns, ribozymes 4747 
pregenome splicing, human foamy provirus 4439 
rabbit 6-globin gene, 5’ sites 5179 
trans-splicing, C.elegans 1249 

RNA stability 
FIS independent activation of tyrT transcription, Escherichia coli 
2483 

RNA structure 
structure —function relationships in catalytic domain of hairpin 
catalytic RNA ribozyme 2567 

RNA synthesis 
poliovirus, ribonucleoproteins, initiation complex 3587 

tRNA synthetase 
asp-tRNA synthetase, novel oligosaccharide/oligonucleotide binding 
fold 861 
E.coli, evolution, ‘minimal’ GlnRS 5199 


Small nuclear RNAs 
U1 and US, Sm protein binding 223 

Saccharomyces cerevisiae 
ARG4 meiotic double-strand breaks, control, gene conversion hot- 
spots 1459 
ARS elements, replication origins 4521 
B-type cyclins, new genes, CLBS and CLB6 3437 
cdc39-2, temperature sensitive mutant 177 
chromatin transitions, transcription 4605 
CLN proteins, morphogenesis regulation 5265 
G, cyclins, comparison of Cln1 1955 
elF-4A, translation initiation factors, STM] 4005 
3’—5’ exonuclease mismatch correction, DNA replication pathway 
correcting errors 1467 
glucose repression, GAL4 regulation 1375 
glycolytic genes, transcriptional activation by GCR1 2431 
Golgi, phosphatidylinositol transfer protein, SEC14 4775 
Golgi apparatus, protein retention, a-factor 3049 
haem-induced activation CYP1 protein 1209 
HAP2—HAP3 DNA binding domain, CCAAT box 4647 
heat shock genes, nucleosome-free regions, transcriptional 
regulation 3931 
intracellular transport, 7/P] gene 2831 
Kar2p, protein translocation into endoplasmic reticulum, ATP 
transport 659 
lysosome-like vacuole, protein sorting 2195 
metaphase — anaphase transition, CDC28/CLB2 kinase destruction 1969 
methionine biosynthesis, salt tolerance, phosphatases 3105 
N-oligosaccharyl transferase, Wbplp—Swplp complex 279 
NGGI, novel gene, glucose repression 5253 
nucleoporins, nuclear pore complex, affinity purification 3061 
protein translocation, SSS] gene 4083 
PRP20 protein, mRNA export 233 
prtl, heat shock, translation 3323 
salt stress, sodium transport, calcineurin, FK506 4063 
secretory pathway, effect of brefeldin A 869 
self-splicing of TFP/ intervening protein sequence 2575 
SNF2/SW12 gene, human homologue 4279 
somatostatin expression mutants 285 
syntaxins, Ssolp, Sso2p 4095 
thymine-less death, DUT] gene 4425 
transcription activation, stress control, protein kinase A 1997 
translation initiation factors, RNA helicase, TIF3 3997 
Weel kinase 3417 

Salmonella 
invasion/virulence, epithelial cells 3779 
typhimurium, plasmid genes, antimicrobial peptides resistance 
4053 

Salt tolerance 
phosphatases 3105 

Sarcomeres 
assembly, titin phosphorylation, cde2 3827 





Subject index 


Scaffold-associated regions 
opening and closing mechanism 115 
SCAMPs 
SCAMP 37, cell surface recycling 3753 
Schizosaccharomyces pombe 
cdcl6 gene 2697 
cwg2* gene, geranylgeranyltransferase I 8 subunit 5243 
DSC-1-like factor, activity/regulation 4325 
gene, escl* 135 
mc52 cyclin, protean kinase activity, csk] 1723 
PKC-like genes, pck]* and pck2* 1987 
retrotransposons, Tfl 4885 
RNA processing 2929 
TATA box-like element 1201 
Sea urchin 
embryogenesis, gene expression, lithium effects 87 
Sec protein 
Secl3p complex, endoplasmic reticulum, vesicle budding 4073 
SECIS elements 
UGA codons 3315 
Secretion 
endocytosis, SCAMPs, cell surface recycling 3753 
endoplasmic reticulum, degradation, IgM, cathepsin D 4755 
Secretory proteins 
chromogranin B, disulfide bond 2159 
Secretory vesicles 
exocytosis, rat pituitary cells, millisecond studies 303 
Segment polarity genes 
wingless, porcupine, Drosophila 5291 
Selenocysteine 
UGA codons, SECIS elements 3315 
Self-splicing 
Saccharomyces cerevisiae TFP1 intervening protein sequence 2575 
Seminal vesicle 
mouse, protease-nexin I 1871 
Semliki Forest virus 
membrane fusion, kinetic analysis 693 
Serotonin 
receptor regulation, rat brain 903 
seven-up 
Drosophila, functional conservation, neurogenesis/eye development 
1403 
Sex determination 
Drosophila melanogaster, doublesex zinc finger related DNA 
binding domain 527 
Sexual differentiation 
S.pombe 135 
shaggy 
Drosophila 1657 
Shigella 
invasion/virulence, epithelial cells 3779 
Shuttle vectors 
Trypanosoma brucei, ARS elements 2529 
Signal transduction 
amidase antitermination control, P.aeruginosa 3637 
c-fos transcriptional regulation, ternary complex factor, protein 
phosphatases 2377 
c-fps/fes product, tyrosine phosphorylation and kinase activity, 
GM-CSF induction 1641 
Ca’* gradients, aequorin/fura-2 4813 
Calothrix, chromatic adaptation 997 
CD45, modulation of Lck binding 315 
cell stretch of cardiac myocytes, mechano-transcription coupling 
1681 
CREM phosphorylation, protein kinase A 3903 
CSF-1 receptor phosphorylation site mutants 5159 
cytokine receptor family domain, human IL-6 extracellular region, 
structure — function 1705 
diacylglycerol attenuation, phospholipase D transphosphatidylation 
2655 
dioxin receptor, ligand—receptor interactions 4169 
Drosophila shaggy, protein kinases 1657 
G proteins, mAChR 3809 
GM-CSF receptor, MAP kinase/tyrosine kinases, activation 1647 
GM-CSF receptor 4181 
granulocyte macrophage colony-stimulating factor, PtdIns(3,4,5)P3 
response, human myeloid cells 2681 


5334 


growth factor receptors, p85 SH2 domain 795 
growth factors, Ash/Grb-2 protein 3467 
IFN-a/IFN-y, interferon-stimulated gene factor 3 4221 
IL-13 and IL-4 receptors, shared subunit 2663 
impairment, T-cells, CD3¢ deficient mice 4357 
insulin-secreting cells, N-formylmethionine-leucyl-phenylalanine 
receptor interactions 2671 
MAP kinase kinase, cDNA cloning/expression, kinase cascade 
pathways, yeast 787 
MAP/MPF protein kinases, c-mos activation 1979 
mouse c-mpl 2645 
multimeric signalling complexes, phosphatidylinositol 3’-kinase, 
pl4s“*i 3817 
neurotrophins —Trk receptors binding site, tyrosine phosphorylation 
2281 
NF-M, cloning/structure—function C/EBP@ 1321 
ps6! IL-2-induced activation, IL-2R6 requirement 759 
photocycle 1 
phototaxis, sensory rhodopsin I, methylation 2999 
PKC-like genes, S.pombe 1987 
ras signalling, insulin control 1929 
RTKs, EGFR, eps8 3799 
transducin Ta, G protein activation, tryptophan W207 4191 
UV effects, AP-1-dependent genes 1005 
Signalling motifs 
Epstein—Barr virus latent membrane protein 2A/bovine leukaemia 
virus envelope protein 5103 
Signalling pathways 
rho family GTPase activating proteins 5149 
Silencer 
dorsal corepressors 3201 
position-independent, interferon-G promoter, NF-xB site 451 
transcriptional regulation, dorsal 3193 
Sinapis alba L. 
chloroplast/etioplast 1745 
Small nuclear RNAs 
human, US, mutagenesis 5179 
human U snRNA genes, U1/U6, transcription factors 3573 
UIA protein—U1A pre-mRNA complex, structure—function 5189 
Small nuclear RNPs 
U snRNPs, Sm core nuclear location signal, m3;G cap 573 
U1, alternative 5’ sites, ribonuclease H 3607 
U2 snRNP 40K protein, T:brucei 1239 
U7, abundance, Sm binding site 1229 
Small nucleolar RNAs 
U-snRNAs, human, RCC/ gene-encoded 2913 
U16 2921 
Snake venom 
metalloproteinase, adamalysin II structure 4145 
Sodium transport 
salt stress, yeast 4063 
Somatostatin 
yeast mutants 285 
Sorting signal 
mitochondrial intermembrane space, cytochrome b, 2303 
targeting cytochrome b, into mitochondrial membrane space 
2295 
SOS response 
DNA replication, D-loops, RecBCD 3287 
Soybean 
nodule development, peribacteroid membrane biogenesis 4125 
Spectrin 
Plasmodium falciparum major surface protein MSP-1 recognition 
site 1607 
Sporozoite invasion 
P. falciparum, thrombospondin related anonymous protein 
2881 
Sporulation 
Aspergillus nidulans, gene regulation, briA locus 2439 
Sre 
tyrosine kinases, autophosphorylation sites PDGF 6-receptor 2257 
Src homology proteins 
Ash/Grb-2 protein, signal transduction, growth factors 3467 
Src tyrosine kinases 
CSF-1 response 943 
Staphylococcal nuclease 
novel oligosaccharide/oligonucleotide binding fold 861 





Staphylococcus aureus 

bacterial adherence/internalization, 6, integrins 1887 

protein sorting, cell wall anchoring 4803 

pT181 plasmids 45 

virulence factors, agr locus, transcriptional regulation 3967 
Stem cell factor 

kit/SCF receptor protein kinase C, phosphorylation 4199 
Streptomyces lividans 

thiostrepton, autogenous regulation, transcription 3183 
Stress control 

S.cerevisiae, heat shock, protein kinase A 1997 
Stress response 

yeast, MAC1 transcription factors 5051 
Superantigen 

novel mouse mammary tumor virus provirus, reticulum cell 

sarcoma cells 2313 
SV40 

large T antigen, 17kT, transforming domains, RNA splicing 4739 
Synapsis 

synaptic complexes, site-specific recombination 4567 
Synechocystis 

photosystem I, ferredoxin reduction 1755 
Syntaxins 

Ssolp, Sso2p, yeast 4095 


T cells 
activation and development in transgenic mice expressing HIV-1 
nef, CD4 703 
activation/development, CD4, regulated expression, CD8 1547 
control of thymocyte development by p56‘, JckR273 transgene 
expression 1671 
development, intraepithelial lymphocytes, CD3-¢, TCR 4863 
development, CD3-{/n deficient mice 4347 
development, CD3¢ deficient mice 4357 
differentiation, Sox-4, SRY-like protein, transactivation 3847 
differentiation, V(D)J recombination control, TCR@/a enhancers 
4335 
IL-2 production, T-cells 4367 
T lymphoid cells 
characterization of highly regulated human KRAB zinc finger 
proteins 1363 
Tat 
HIV-1 poly(A) site occlusion 2119 
TATA binding protein 
associated factors, evolution, conservation 5301 
HTLV-I Tax! transactivator interaction 4269 
human U snRNA genes U1/U6, transcription factors 3573 
RNA polymerase cofactors 2749 
TATA box 
analogue, fission yeast 1201 
Tau protein 
protease resistant unit 365 
Ternary complex factors 
Elk-1, MAP kinases activation 5097 
modification during mitogenic signalling, c-fos transcriptional 
regulation 2377 
Tetanus toxin 
light chain, expression in transgenic mice 3365 
Theileria parva 
induction casein kinase II in bovine lymphocytes 1621 
Thrombospondin related anonymous protein 
Hep2 binding, sporozoite invasion 2881 
Thymine-less death 
S. cerevisiae, dUTP pyrophosphatase 4425 
Thymocytes 
clonal deletion by immunoglobulin idiotype 357 
Thymopoiesis 
control of thymocyte development by p56, IckR273 transgene 
expression 1671 
Thyroid hormone 
chimeric RA/thyroid hormone, growth inhibition, RAR-a1 role 
3459 
receptor, DNA binding 5029 
Titin 
phosphorylation, cdc2, sarcomere assembly 3827 
Tobacco 
retrotransposons, activation and control during tissue culture, 


Subject index 


reverse transcriptase 2521 
translational control of psbA, D1 protein accumulation 601 
Tobacco ringspot virus 
satellite RNA mutants 2969 
TOL plasmid 
xylT, catechol 2,3-dioxygenase, enzyme reactivation 3339 
Topoisomerase 
type II, cleavage site requirements 2085 
Transactivation 
autonomous transactivation functions, AF-1/AF-2, retinoic acid 
receptors 2349 
caulimovirus transactivator, translational control, RNA binding 
3305 
Epstein—Barr virus, TP] promoter 167 
insulin gene, insulin promoter factor 1 4251 
NF-xB, Bcl-3, p50 homodimers 3893 
Sox-4, SRY-like protein, T cell differentiation 3847 
Transcription 
allosteric control of MerR, mercury resistance mutants 413 
autogenous regulation, thiostrepton 3183 
c-Jun, adenovirus E1A induction 479 
chromatin assembly, HMG-17, Xenopus 3855 
chromatin transitions, nucleosomes 4605 
DNA binding domain, HAP2—HAP3, CCAAT box 4647 
EcoRII, methylase, autogenous regulation 4297 
enhancers, TEF-1, mouse development 4657 
Escherichia coli, FIS independent activation of tyrT transcription, 
RNA stability 2483 
focal sites, fluorescence microscopy 1059 
fisZ, E.coli cell cycle 3957 
functional analysis of TEF-1 and its homologue scalloped, 
Drosophila 2337 
glycolytic genes, Saccharomyces cerevisiae, transcriptional 
activation by GCR1 2431 
Jy locus, Eu enhancer, rearrangement 4635 
muscle-specific, acetylcholine receptor a-subunit gene, myogenic 
factors Sp] and GBF 443 
reinitiation, RNA polymerase II, elongation complexes 4677 
ribosome-deficient plastids and chloroplasts, plastid RNA 
polymerase, barley/rye 563 
RNA polymerase, TATA binding proteins specificity, Arabidopsis 
3519 
TCRa enhancer, HMG domain, LEF-1 4667 
termination signals and transcriptional interference, RNA 
polymerase Il-activated promoters 2539 
Xenopus vitellogenin B1 gene promoter 423 
Transcription activation 
by TFIID complexes, TBP-associated factors 489 
c-myc dysregulation, Igx locus 3913 
CTTI gene, S.cerevisiae, stress control 1997 
GCN4, yeast, temperature sensitive mutant 177 
HIV-1 promoter, chromatin 3249 
HTLV-I Tax! transactivator—TATA binding protein interaction 
4269 
Myc/Max, yeast 5075 
Oct-2 interactions 157 
p53, sequence-specific DNA binding 2799 
S. cerevisiae SNF2/SW12/Drosophila brahma, human homologue 
4279 
Transcriptional activators 
Saccharomyces cerevisiae glycolytic genes, GCR1 2431 
Transcription factors 
AP-1, adenovirus E1A proteins, regulation 3559 
AP-1-dependent genes, UV effects 1005 
AP-1/NF-xB, H,O,/antioxidants, effects 2005 
BZLF1, Epstein—Barr virus DNA replication 3921 
C/EBP/v-myb, chicken mim-1 gene regulation 2027 
cAMP response element modulator, functional domains 1179 
cooperation, Spl and Ets! 1169 
CREM, phosphorylation, protein kinase A 3903 
CYPI1 protein, haem-induced activation 1209 
DNA recognition helices, Ets/Myc/TEA, homeodomains 3221 
DRTF1/E2F, functional synergy 4317 
E2F, mouse B-myb gene repression 2705 
E2F, p107 and Rb interactions, cell proliferation 1013 
expression of mouse HNF-4 transcription factor in Drosophila, 
embryogenesis 537 


5335 





Subject index 


GAL4 regulation, glucose repression 1375 
GATA-1, DNA binding 4993 
GCN4, bZip regions, sequence recognition 1193 
human U snRNA genes, U1/U6 3573 
IxB molecules, functional domains, specificity 2781 
MACI, yeast 5051 
MTF-1, metallothionein-I gene promoter activation 1355 
NF-xB, HIV, promoter activation, neurons 4261 
NF-xB, IxBa gene regulation 2773 
NF-xB, IxBa/MAD3 inhibitor transcription regulation 5043 
NF-xB—Sp1 interactions, HIV-1 LTR 3551 
NF-xB p65 Rel homology domain, Fos/Jun 3879 
NF-xB/IxBa regulatory complexes, c-rel 4685 
NF-M, cloning/structure—function, signal transduction 1321 
OB2-1 requirement, c-erbB-2 overexpression 2369 
plastid genes, Sinapis alba L. 1745 
positive/negative, HNF1 homeoprotein family 4229 
POU homeodomain, Oct-2 2763 
rat liver LFB1/HNF1, non-classical homeodomain, NMR studies 
1797 
rat liver LFB1/HNF1, X-ray structure 1805 
RNA polymerase I core promoter recognition by x UBF, HMG 
box, Xenopus laevis 513 
Saccharomyces cerevisiae heat shock genes, nucleosome-free 
regions 3931 
Spi-1/PU.1 interaction with hormone/vitamin receptors 5089 
stimulation of transcription through HIV-1 and Ad-ML promoters 
by USF 501 
TFID/TFIIB, RNA polymerase cofactors 2749 
transcriptional activation by TFIID complexes, TBP-associated 
factors 489 
Transcription regulation 
Aspergillus nidulans penicillin biosynthesis, pH regulation 3947 
B-myb gene E2F, cell cycle transcription regulation 2705 
c-fos, ternary complex factor 2377 
dorsal, corepressors, silencers 3193 
Drosophila, role of homeotic genes, silencers in Abdominal-B 1415 
Drosophila segment-polarity stripe formation genes 
gooseberry/wingless 1427 
E.coli H-NS nucleoid protein 1039 
EIA enhancer, ¢AP3 4985 
GAL4p, glucose repression, yeast NGG/ 5253 
haem-dependent, activation of CYP1 protein 1209 
HIV, anti-CD4 antibody 4909 
homeobox genes, LIM domains 4243 
IxBa/MAD3 inhibitor, NF-xB 5043 
immunoglobulins, transgenes, gene rearrangements 4617 
mouse metallothionein-I gene promoter, MTF-1 activation 1355 
Myb transactivation domain, transformation specificity, VP16 1333 
Staphylococcus aureus agr locus, virulence factors 3967 
Transcription repressor 
by Ultrabithorax/abdominal-A gene products 1099 
Drosophila Engrailed protein, functional domains 2723 
Transcriptional enhancer factors 
functional analysis of TEF-1 and its homologue scalloped, 
Drosophila 2337 
Transferrin receptor 
human, endocytic signal/unique phosphorylation site, basolateral 
sorting in MDCK cells 1713 
Transformation 
adenovirus E1A induction of c-Jun transcription, ATF-2 479 
adenovirus E1A second exon, tumorigenesis, metastasis 469 
Bcr-Abl/c-Abl, role of actin binding, pathogenicity 1533 
bovine lymphocytes by Theileria parva, casein kinase II induction 
1621 
c-cbl/v-cbl oncogenes 2017 
hormone-conditional, c-Abl tyrosine kinase 2809 
p53 mutants 1029 
v-sre 323 
Transgenic mice 
vasopressin, neuron-specific expression, physiological regulation 
2397 
Translation 
initiation, Chlamydomonas, chloroplast petD gene mutants 3627 
cyclin B RNA, Drosophila 1219 
initiation, rRNA central pseudoknots 3987 
initiation factors, eIF-4A RNA helicase, STM] 4005 


5336 


initiation factors, RNA helicase, T/F3 3997 
non-standard, Candida albicans, misreading, tRNA identity 607 
prtl, heat shock 3323 
tRNA identity nucleotides 2949 
tRNA synthetase, evolution, E.coli 5199 
tryptophanyl-tRNA synthetase/polypeptide chain release factor 4013 
Translation control 
brlA, Aspergillus nidulans 2449 
caulimovirus transactivator, RNA binding 3305 
effect of methyl jasmonate on barley plastid gene expression 1505 
psbA in tobacco plastids, D1 protein accumulation 601 
Translation regulation 
iron regulatory factor, nitric oxide biosynthesis 3643 
iron responsive elements, nitric oxide/NO-synthase 3651 
Translation repression 
replicase synthesis, bacteriophage MS2 coat protein, RNA binding 
site 595 
Translational coupling 
pT181, copy number, RepC protein production 3659 
Transphosphatidylation 
diacylglycerol attenuation, phospholipase D 2655 
Transposase 
induced Tc3 transposition, Caenorhabditis elegans 2513 
Transposition 
mutagenesis, restriction enzymes, DNA methylation 4587 
TBE1, Oxytricha development 4593 
Transthyretin 
Met30 variant, structure, amyloidogenic implications 735 
modifications, amyloid fibrils, Met30 mutation, disulfide bonds 743 
Trypanosomes 
T.brucei, analysis of ARS elements, use as shuttle vectors 2529 
T. brucei, U2 snRNP 40K protein 1239 
variant surface glycoproteins, biosynthesis 1907 
Tubulin 
interaction with neurofibromin 1923 
Tumorigenesis 
adenovirus E1A second exon, metastasis, transformation 469 
oncogenic potential Pax genes 2361 
Tumour necrosis factor 
respiratory chain, NF-xB, interleukin-6 3095 
Tumour suppressors 
growth control, mdm2, p53 induction of expression 461 
p53, conformation shifts 1021 
p53, DNA binding, conformational shift 5057 
p53, mutants 1029 
p53, oligomerization/DNA binding 2789 
p53, sequence-specific DNA binding 2799 
Tumours 
Ewing’s sarcoma, EWS—FLI-] fusion proteins, ERG 4481 
Tyrosine kinase 
activation, GM-CSF receptor 1647 
c-Abl, activation 2809 
c-Src, SH2/SH3 domains, Csk inhibition 2625 
colony stimulating factor 1 phosphorylation site mutants 5159 
ERK2, p21” activation, cAMP effects 4211 
granulocyte macrophage colony-stimulating factor activation 2681 
hormone regulation of chicken erythroid progenitor self-renewal 
951 
IL-2-induced activation, signal transduction, IL-2R6 requirement 
759 
Lek binding 315 
nerve growth factor receptor 933 
p60"s’°, tyrosine phosphorylation of N-cadherin—catenin 307 
RTKs, EGFR, eps8 3799 
Saccharomyces cerevisiae Weel kinase 3417 
signal transduction, p85 SH2 domain, phosphopeptide-induced 
structure change 795 
src homology domain 2, CSF-1 response 943 
trkC, neurotrophin-3, receptors 3083 
Weel kinase, negative regulation 3427 
Tyrosine phosphatase 
PTB1B, phosphorylation 1937 
RPTPa, pp60°°’, neuronal differentiation 3789 
Tyrosine phosphorylation 
acetylcholine receptor 6 subunit 5139 
activation of histone H1 kinase, v-src transformed fibroblasts 323 
N-cadherin—catenin by p60‘’° 307 





CD19, B cells 2691 

glycogen synthase kinase-3, D. melanogaster zeste-white 3 
mammalian homologue 803 

neurotrophins—Trk receptors binding site 2281 


Ubiquitin 
IgE receptors, multiubiquitination/deubiquitination, receptor 
signalling, cell surface control 779 
pathway, Xenopus fertilization 4021 
Ultrabithorax 
transcriptional repression 1099 
UV effects 
AP-1-dependent genes 1005 


Vaccinia 
poly(A) polymerase, RNA recognition 4705 
Vasopressin 
neuron-specific expression in transgenic mice 2397 
Vertebrates 
early vertebrate development, mesoderm-inducing factors 4463 
Vesicles 
budding, endoplasmic reticulum, Secl3p complex 4073 
non-clathrin coated, coatomer novel subunit, B’COP 2841 
Vesicular transport 
peribacteroid membrane biogenesis, soybean nodule development 
4125 
yeast, syntaxins, Ssolp, Sso2p 4095 
VIP21 
location and sequence, role in intracellular traffic, VIP21, 
functional relationship 1597 
Viral integration 
retroviruses, post-replication host DNA 4969 
Viroids 
potato spindle tuber viroid, hairpin II structural element, 
conservation, mutation reversion 2129 
Virulence 
agr locus virulence factors, transcriptional regulation 3967 
invasion, Salmonella/Shigella, gene clusters 3779 
Pseudomonas aeruginosa/Erwinia carotovora, exoenzymes 
production/regulation 2477 
Virulence factors 
Erwinia carotovora, control of virulence and exoenzyme production 
2467 
Virus—cell interaction 
Marek’s disease virus—lymphoma cells 3277 
Virus assembly 
bacteriophage ¢/\ hybrid proheads 4453 
Virus fusion 
Semliki Forest virus—cholesterol-containing unilamellar membrane, 
kinetic analysis 693 
Virus integration 
MLV, cell cycle 2099 
Virus resistance 
potato virus X, mutation GDD motif 379 
Vitamin receptor 
interaction with Spi-1/PU.1 5089 
Volvox 
sex-inducing pheromone, signal amplification 831 
von Willebrand factor 
expression in CV-1 cells, Weibel—Palade bodies 749 
VP16 
Myb transactivation domain, transcriptional regulation 1333 


Weibel — Palade bodies 
von Willebrand factor-containing organelles, CV-1 cells, multimer 
assembly 749 

Wheat 
storage proteins, regulation of expression of glutenin 545 


X chromosome 
inactive, mouse, replication timing 4397 

X-ray crystallography 
adenovirus, difference imaging 2589 
bovine heart mitochondria F;-ATPase 1775 
rat liver LFB1/HNF1 non-classical homeodomain 1805 
ribosomal proteins, Bacillus stearcthermophilus L6 4901 
snake venom metalloproteinase 4145 


Subject index 


Xenopus 
cell cycle, c-mos activation 1979 
development, mesoderm induction, TGF-8, Vgl 4471 
early development, rRNA replicons 4511 
fertilization, Mos, N-end rule 4021 
L1 ribosomal gene, U16 biosynthesis 2921 
MHC, non-classical class I genes 4385 
tRNA, splicing, pre-tRNA, endoribonuclease 4697 
Sm protein binding, Ul and US snRNAs 223 
transcription of vitellogenin B1 gene promoter, role of nucleosome 
formation 423 
Xenopus laevis 
FGF3 4159 
oocytes, recombination, electron microscopy 23 
RNA polymerase I core promoter recognition by x UBF, HMG box 
513 
Xeroderma pigmentosum 
group F, nucleotide excision repair, repair complex 3693 
group F, nucleotide excision repair defects, co-correction 3685 


Yeast 
a-factor endocytosis, actin/fimbrin 2855 
E.coli hybrid ribosomes, replacement of protein L11 binding site 
1499 
Hansenula polymorpha, peroxisome-deficient mutants 2205 
heat shock factor, leucine zippers, activators 2007 
protein translocation, submitochondrial vesicles, inner membrane 
proteins 3035 
RNA polymerase I, 3D model 2601 
signal transduction, MAP kinase kinase, kinase cascade pathways 
787 
stress response, Cu/Fe utilization 5051 


Z-dise 
large modular protein, kettin 2863 
Zinc finger proteins 
A33, newt germinal vesicle 107 
Drosophila neuralized encodes a C3HC, zinc finger 2411 
GATA-1—DNA binding 4993 
KRAB, expression in human T lymphoid cells 1363 
PARP, DNA binding domain 2109 
related DNA binding domain in Drosophila melanogaster doublesex 
527 
retinoic acid receptor a gene, chromosomal translocation, acute 
promyelocytic leukaemia 1161 





